Electrophoresis signal [arb. units]

ts]

Electrophoresis signal [arb. uni

=
=3

80

40

— DPRBI (EcoVIII R "M cer)
@ peak positions of pRB1

100

150 200
DNA mobility [arb. units]

250

300

100 D

— pRB2 (EcoVIIl R M cer )
80 - ¥ peak positions of pRB2

x6
60 x5
x4
40 - X3 x2 x1
20
0 T T T T T
0 50 100 150 200 250

DNA mobility [arb. units]

300

DNA size [kbp]

4
\
10 — \
\

L 2 pRBI \ \
v pRB2 ‘
— —  Fitted calibration curve \

T T T T T

0 50 100 150 200 250 300

DNA mobility [arb. units]

Figure S1. Determination of plasmid multimers sizes. Analyzed plasmids (pRB1 and pRB2)

were isolated from hyper-recombinogenic E. coli JC8679 sbcA using an alkaline lysis method.

(Panel A and C) It was assumed that plasmid multimers separated in 0.8% agarose gel

represent supercoiled DNA molecules in the form of monomers, dimers, trimers, etc. (x1, X2,

x3, etc.). (Panel B and D) In the next step we determined densitometrically the mobility of

each plasmid multimeric form. (Panel E) These consecutive multimeric forms were clearly

distinguished from one another and their peaks plotted against the theoretical size of the

multimer formed a calibration curve. This curve represent nonlinear Ferguson function:

M(u)=yo+A-In(uo/u) +B-In*(uo/p) +C-In*(o/p)

where, yo, A, B, C are fitting parameters






