>fosA 1 NZ ACWU01000146
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQNRSEGDSEFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>fosA 2 AGDM01000012
MLSGLNHLTLAVSSLAPSVAFYHQLLGMTLHARWDGGAYLSCGDLWLCLSLDPOQRRVTPPEESDYTHYAFEFSVA
EADFAGFSARLETAGVAVWKVNRSEGASYYFLDPDGHKLELHVGSLALRLAACREQPYKGMVFEYDE

>fosA 3 NZ ACWO01000079
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFAE

>fosA 4 NZ AFHW01000027
LKATGENHVTIRVSDLSRSLLEFYESLLGMKLVHRGRLDVYLEWGSAWICLIERSCESSEKPSYGVDHIAFSIT
EEDFHDAAVKLQOGSGVPIVRGPLERGGGYSINFLDPDGTELELFTGSLAERMKGWS

>fosA 5 NZ AEXB01000013
MLOSLNHLTLAVSDLOKSVTFWHELLGLALYARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVA
EEDFEPFSQRLEQAGVTVWKONKSEGASEFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA
>fosA 6 Nz DS999363
VILGLNHITIAVSDLERSLKFYRETLGFTAHAKWDNGAYLSVGELWFCLSHDEPCPKTDYTHVAFDIEPKEFE
AFAKRVVSLGVEVWKONKSEGQSLYILDPDGHKLEIHSGSLKSRLESLRTKLYSGLVWL

>fosA 7 NZ AFB0O01000747
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPDESDYTHYAFSIS
EADFASFAVRLEAAGVAMWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFFDQ
>fosA 8 ACHE01000077
MEITSVNHICESVSDLNTSIQFYKDILHGDLLVSGRTTAYLTIGHTWIALNQEKNIPRNEISHSYTHIAFSID
EEDFOOWIQWLKENQVNILKGRPRDIKDKKSIYFTDPDGHKIELHTGTLKDRMEYYKCENTHMQFYDEF
>fosA 9 Nz ACzD01000244
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFFDQ
>fosA 10 EU195449
MLSGLNHLTLAVSQLAPSVAFYQQLLGMMLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFAE
>fosA 11 DQ396803
MKYLLLVSHGDFSSGLKQTLGMFAGDDAIGSVIAVGLKPDEAASTFGTRFEALLKTLPEDASEVVLADIVGGS
PLTTVCNILNDHGKLODTLVLGGMNEPMALTTLMSKDSLDNSALKEKAFSEATAATIKEFQTTSSEASDDDDI
>fosA 12 AY692231
MVRTYENAQELKEEISAAFRKYIAEFDDIPEALKDKRIDEVERTPAENLAYQVGWTTLLLOWEDRERRGLPVR
TPSDEFKWNQLGKLYRWENDTYAHLSLRELEGMLTDNVDAIYMMIDAMSEDELFKPHMRQWADDATKTAVWEV
YRFIHVNTVAPFGSFRTKIRKWKRMAL

>fosA 13 EU487198
MLOSLNHLTLAVSDLOKSVTFWHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARGYVPPQESDYTHYAFTVA
AEDFEPFSHKLEQAGVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFETSDEA
>fosA 14 AB522970
MLOGLNHLTLAVSDLASSLAFYQQLPGMRLHASWDSGAYLSCGALWLCLSLDEQRRKTPPQESDYTHYAFSVA
EEEFAGVVALLAQAGAEVWKDNRSEGASYYFLDPDGHKLELHVGNLAQRLAACRERPYKGMVFEFD
>fosA 15 CpP002889
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHEVTVPRLAQKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARGYVPPQESDYTHYAFTVAAEDFEPEFSHKLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>fosA 16 M85195
MLOSLNHLTLAVSDLOKSVTFWHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVA
EEDFEPLSQRLEQAGVTIWKQONKSEGASEFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA
>FosAMM
MLTGMNHLTLAVADLDRSLHEFYRDILKMTLHTRWKYGAYLTCGELWICLSADPEITHRPIHQGYTHYAFTLPP
EQFPAFRSLLAAHQITLWKRNRSEGDSVYFLDPDGHQLEAHSGGIQQRLDACREAPYEEMIFPAPGQINV
>FosASR



MLVGINHLTIAVTDVEKSIFFYQSLLGMKLHASWKNGAYISCGDLWLCLSLDKTRLSESHTETDYTHYAFTVS
EADFPICVAKLKQANVIVWKENKSEGKSFYFLDPDGHKLELHVGGLLORLKSCQKAPYEGMKEY

>FosAPS
MLIGINHLTLAVSDIQKSISFYQTVLGMQLHASWERGAYLTCGALWVCLSYDPMRQEVAAAKRRDYTHYAFTV
LAEDFSDIVEKLHQAGVTVWKDNRSEGDSFYFLDPDGHQLEIHVGSLIDRLKSCRKKPYDGMVEYS
>FosASM
MLTGLNHLTLAVSDLDRSFDFYRHLLGFTPHARWQGGAYLSLGALWLCLSLDEARMQPRERDYTHYAFSVAPE
HIERVSERLRQAGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>FosAEC
MLQSLNHLTLAVSDLOQKSVTFWHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVA
EEDFEPFSHRLEQAGVTVWKQNKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA
>FosAKO
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDNGAYFSCGDLWLCLSLDPQRRVISPEESDYTHYAFSIA
EADFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGSLAQRLAACRAKPYKGMVFFGEDEQAAGN
P

>FosAKP
MLSGLNHLTLAVSQLAPSVAFYQOLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFEQ
>FosAEA
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMVFEFGE

>GCA 001039365
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLQSLNHLTLAVSDLQKSVTF
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVESSDEA

>GCA 001375695
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLQSLNHLTLAVSDLQKSVTF
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEADFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYSGMVFEFASDEA

>GCA 900077785
VKAAFRRLSENEENNSVPPLRRQPPAVYGEHGVVYVHLEFTVPCPARKTKGHVMLQSLNHLTLAVSDLOQKSVTF
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRNVPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA 900075815
VKAAFRRLSENGENYSVPPLRRLPPAVYGEDGVVYVHLEFTVPRPARKTKGHVMLQSLNHLTLAVSDLEKSISF
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA 900075805
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLQSLNHLTLAVSDLQKSVTF
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPLSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA 900075305
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLETVPRPARKTKGHVMLQSLNHLTLAVSDLQKSVTF
WHELLGLALHARWNTGAYLTCGDLWVCLSYVEARQYVPPQESDYTHYAFTVAEADFEPLSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA 000534055
VKAAFRRLSENGENYSEPPLRRQPPAVYGEHGVVYVHAFTVSRPARKTKGHVMLQSLNHLTLAVSDLQKSVTF
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA 900077675
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVSRPARKTKGLIMLQSLNHLTLAVSDLQKSVTF
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEAEFEPFSNKLEQAGVIVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA 001054625



VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLQSLNHLTLAVSDLQKSVTE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEADFEPFSQKLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVEFTSNEA

>GCA_900075035
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLQSLNHLTLAVSDLQKSVTE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDY THYAFTVAEADFEPLSQRLEQAGVTVIWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFETSDGA

>GCA_000235765
VKAAFRRLSENGENYSVPPLRROQPPAVYGEHGVVYVHLETVPRPAKTKGHVMLOSLNHLTLAVSDLOQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVSEEDFEPFSQRLEQAGVTVIKON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000210775
VKAAFRRLSENEENYSVPPLRROQPPAVYGEHGVVYVHLETVPCPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLKQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVEFTSDEA

>GCA_001052195
VKAAFRRLSENGENYSVPPLRROPPAVYGEDGVVYVHAFTVPRPARKTKGHVMLOSLNHLTLAVSDLOQKSVTFE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEEDFESFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACHEKPYAGMVETSDEA

>GCA_900076085
VKAAFRRLSENGENYSVPPLRROPPAVYGEHGVVYVHAFTVPRPARKTKGHVMLOSLNHLTLAVSDLOQKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPOQESDYTHYAFTVAEADFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFETSDEA

>GCA_ 900076575
VKAAFRRLSENGENYSVPPLRROQPPAVYGEHGVVYVHEVTVPRLAQKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPOQESDYTHYAFTVAEEDFEPFSHKLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFETSDEA

>GCA_ 001029645
VKAAFRRLSENGENYSVPPLRROQPPAVYGEHGVVYVHVTVPRLAQKTKGHVMLQSLNHLTLAVSDLQKSVTEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAAEDFEPFSHKLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000958885
VKAAFRRLSENGENYSVPPLRRLPPAVYGEHGVVYVHLEFTVSRPARKTKGHVMLOSEFNHLTLAVSDLQKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900075695
VKAAFRRLSENGENYSVPPLRROPPAVYGEHGVVYVHLEFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLELHARWNTGAYLTCGELWVCLSYDEARRYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYSGMVFEFASDEA

>GCA_900075045
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPOQKSDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900075395
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVSRPARKTKGHVMLOSLNHLTLAVSDLOQKSVSFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFETSDGA

>GCA_ 000952375
VKAAFRRLSENGENYSEPPLRROQPPAVYGEHGVVYVHLEFTVSRPARKTKGLIMLOSLNHLTLAVSDLQKSITFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_ 001190095



VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLFTVSRPARKTKGHVMLQS LNHLTLAVS DLOKSVTF
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVSEADFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFTSDEA

>GCA_001052225
VKAAFRRLSENGENYSVPPLRRQPPAVYGEDGVVYVHLFTVPRPARKTKGHVMLOS LNHLTLAVS DLOKSVTF
WHELLGLALHARWNTGAYLTCGELWVCLSYDEARRYVPPQESDY THYAFTVAEEDFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYSGMVFASDEA

>GCA_900077845
VKAAFRRLSENGENYSVPPLRROQPPAVYGEDGVVYVHLEFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDY THYAFTVTEEDFEPFSHRLEQAGVTVIWKQ
NKSEGASYYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000783675
VKAAFRRLSENGENYSVPPLRROQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFASDEA

>GCA_ 000812505
VKAAFRRLSENGENYSVPPLRROPPAVYGEHGVVYVHAFTVSRPAQKTKGHVMLOSLNHLTLAVSDLOQKSVTFE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARRNVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFETSDGA

>GCA_ 900076485
VKAAFRRLSENGENYSVPPLRROPPAVYGEHGVVYVHLEFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHALLGLTLHARWNTGAYLTCGELWVCLSYDEARRYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVEFTSDEA

>GCA_900078045
VKAAFRRLSENGENYSVPPLRROQPPAVYGEHGVIYVHAFTVPRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFETSDEA

>GCA_900075595
VKAAFRRLSENGENYSVPPLRROQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPLSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_000534215
VKAAFRRLSENEENYSVPPLRROPPAVYGEHGVVYVHLETVPCPARKTKGHVMLOSLNHLTLAVSDLOKSVTE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARGNVPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_ 001653545
VKAAFRRLSENEENNSGPPLRROPPAVYGEHGVVYVHLEFTVPCPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLKQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900075935
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHEVTVPRLAQKTKGHVMLOSLNHLTLAVSDLOQKSVTEFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAAEDFEPFSHKLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_001055075
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFE
WHELLGLALHARWNTGAYLTCRDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFDAFSRRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900076725
VKAAFRRLSENGENYSVPPLRROQPPAVYGEDGVVYVHAFTVPRPARKTKGHVMLOSLNHLTIAVSDLQKSVTFE
WHALLGLTLHARWNTGAYLTCGELWVCLSYDEARRYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_ 000747015



VKAAFRRLSENEENYSVPPLRRQPPAVYGEHGVVYVHLFTVPCPARKTKGHVMLOS LNHLTLAVS DLOKSVTF
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFTSDKA

>GCA_000422225
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHEVTVPRLAQKTKGHVMLOS LNHLTLAVS DLOKSVTF
WHELLGLTLHSRWNTGAYLTCGDLWVCLSYDEARGYVPPQESDY THYAFTVAAEDFEPFSHKLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900075095
VKAAFRRLSENEENNSGPPLRRQPPAVYGEDGVVYVHLEFTVPCPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDY THYAFTVAEEDFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900077535
VKAAFRRLSENGENYSVPPLRROQPPAVYGEHGVVYVHLEFTVSRPARKTKGLIMLOSLNHLTLAVSDLQKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQEIDYTHYAFTVAEADFEPFSNKLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFTSDEA

>GCA_ 001054505
VKAAFRRLSENGKNYSVPPLRROPPAVYGEHGVVYVHLEFTVSRPARKTKGHVMLLSLNHLTLAVSDLQKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYAPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900075075
VKAAFRRLSENGENYSVPPLRROPPAVYGEHGVVYVHLEFTVSRPARKTKGHVMLOSLNHLTLAVSDLOQKSVTFE
WHELLGLTLHARWNSGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEADFEPFSNKLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGNLAARLAACREKPYAGMVEFTSDEA

>GCA_ 001653625
VKAAFRRLSENGENYSVPPLRROQPPAVYGEHGVVYVHAFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTF
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPSQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFETSDKA

>GCA_900077545
VKAAFRRLSENGENYSVPPLRROQPPAVYGEHGVVYVHLEFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900075315
VKAAFRRLSENGENYSVPPLRROPPAVYGEHGVVYVHLETVPRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDKA

>GCA_900075065
VKAAFRRLSENGENYSVPPLRROPPAVYGEHGVVYVHLETVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_000968725
VKAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFE
WHALLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTIAEADFEPFSQRLKQAGVTVWKQ
NKSEGASYYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000953895
VKAAFRRLSENGENYSVPPLRRQPPAVYGEYGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFEF
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTLAEADFEPFSQKLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000952575
VKAAFRRLSENGENYSVPPLRROPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000938355



VKAAFRRLSENGENYSVPPLRRQPPAVYGEDGVVYVHAFTVPRPARKTKGHVMLOSLNHLTIAVSDLOKSVTE
WHALLGLTLHARWNTGAYLTCGELWVCLSYDEARRYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVEFTSDGA

>GCA 001055515
VKAAFRRLSENGKNYSVPPLRRQPPAVYGEDGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSITF
WHALLGLTLHARWKTGAYLTCGDLWVCLSYDEARRYVPPQESDY SHYAFTVAEEDFEPFSQRLEQAGVTVIWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA 900075895
VKAAFRRLSENGKNYSVPPLRROQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDY THYAFTVAEEDFEPLSERLEQAGVTVIWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFETSDGA

>GCA 900076205
VKAAFRRLSENEENNSGPPLRROQPPAVYGEDGVVYVHAFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVEFTSDKA

>GCA_ 001562175
VKAAFRRLSENEENYSVPPLRRKPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTF
WHELLGLALHARWNTGAYLTCGDLWICLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLNQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDKA

>GCA 900075995
VKAAFRRLSENEENYSVPPLRRQPPAVYGEDGVVYVHAFTVSRPARKTKGHVMLQSLNHLTLAVSDLOKSVTF
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFETSDEA

>GCA 001054435
VKAAFRRLSENGENYSVPPLRROQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLQKSISFE
WHELLGLTLHARWNTGAYLTCGDLWICLSYDEARRYVPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVEFTSDEA

>GCA 000564975
VKAAFRRLSENGENYSVPPLRROQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLQKSVTFE
WHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_ 001473135
VKAAFRRLSENGENYSVPPLRROPPAVYGEHGVVYVHAFTVSRPAQKTKGHVMLOSLNHLTLAVSDLOQKSVTFE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVFETSDGA

>GCA_900077855
VKAAFRRLSENGENYSVPPLRROPPAVYGEHGVVYVHAFTVSRPAQKTKGHVMLOSLNHLTLAVSDLOKSVTFE
WHELLGLALHARWNTGAYLTCGELWVCLSYDEARRYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA 900078025
KAAFRRLSENGENYSVPPLRRQPPAVYGEDGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEADFEPEFSQRLEQAGVTVWKQON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_ 001057545
KAAFRRLSENGENNSEPPLRRQPPAVYGEHGVVYVHGEFTVSRPARKTKGLIMLOSLNHLTLAVSDLOKSITEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPFSNKLEQEGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_ 000492455
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPCPARKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPOQKSDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA 000692255



KAAFRRLSENGENNSEPPLRRQPPAVYGEHDVVYVHAFTVSRPARKTKGL IMLQSLNHLTLAVSDLQKS ITFW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPEFSNKLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900078075
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLETVPRPARKTKGHVMLQSLNHLTLAVSDLQKSVTEW
HELLGLPLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVIWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_ 900075575
KAAFRRLSENGKNYSVPPLRRQPPAVYGEDGVVYVHAFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSINEW
HELMGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDY THYAFTVAEEDFEPFSQRLKQAGVTVIWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMLFTSDEA

>GCA 001472955
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHAFTVSRPAQKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPEFSHRLDQAGVTVWKQON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_001053395
KAAFRRLSENGENNSEPPLRRQPPAVYGEHGVVYVHLETVSRPARKTKGLIMMQSENHLTLAVSDLOKSITEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPEFSNKLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVEFTSDEA

>GCA_000390425
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLENVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARRNVPPQESDYTHYAFTVAEEDFKPFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_ 000818625
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHAFTVSRPAQKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_ 000958735
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYFHAFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_001022575
KAAFRRLSEYGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDDARQYVPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000515295
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000692275
KAAFRRLSENEENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQVVPPQESDYTHYAFTVTEEDFEPFSNKLEQAGATVWKQON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900075115
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPCPARKTKGHVMLOSLNHLTLAVSDLOKSVTFEW
HELLGLALHARWYTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPEFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELQVGSLAARLAACREKPYAGMVETSDEA

>GCA 900075645
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPCPARKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_ 000770155



KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHAFTVSRPARKTKGHVMLQSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVIVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_ 900076025

KAAFRRLSENGENNSEPPLRRQPPAVYGEHGVVYVHLFTVSRPARKTKGL IMLQSLNHLTLAVSDLQKS I TFW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFE PFSNKLEQAGVTVIWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900075565
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVIWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_900076935
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPCPARKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEADFEPEFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYTGMVETSDKA

>GCA_000692235
KAAFRRLSENGKNYSVPPLRRQPPAVYGKHGVVYVHAFTVSRPAQKTKGHVMLOSLNHLTLAVSDLOKSVTEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900077795
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPCPARKTKGHVMLOSLNHLTLAVSDLOKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900078065
KAAFRRLSENGEYYSVPPLRRQPPAVYGEDGVVYVHLEFTVPCPARKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPEFSQRLEQAGVTVWKON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYTGMVETSDKA

>GCA_900077155
KAAFRRLSENGENISEPPLRRQPPAVYGEHGVVYVHLEFTVSRPARKTKGLIMLOSLNHLTLAVSDLQKSITEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPFSNKLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000025565
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHAFTVSRPAQKTKGHVMLOSLNHLTLAVSDLOKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARRNVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQN
KSEGESFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_000534455
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGLVMLOSLNHLTLAVSDLOKSVTEW
HELLGLPLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVTEEDFEPFSHRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_900076515
KAAFRRLSENGEYYSVPPLRRQPPAVYGEDGVVYVHLEFTVPRPARKTKGHVMLOSLNHLALAVSDLOKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVSEADFEPFSNKLEQAGITVWKQON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000286275
KAAFRRLSENGENNSEPPLRRQPPAVYGEHGVVYVHAFTVSRPARKTKGHIMLRSLNHLTLAVSDLOKSITEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQNVPPQESDYTHYAFTVAEADFEPEFSNKLEQAGVTVWKQN
KSEGSSEFYFLDPDGHKLELHVGSLAVRLAACREKPYAGMVETSDEA

>GCA_001525285
KPPEFGGYLKNEENYSVPPLRROQPPAVYGEHGVVYVHAFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVGEEDFEPFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_900077305



KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLETVPRPARKTKGHVMLQSLNHLTLAVSDLQKSVTEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRNVPPQESDYTHYAFTVTEEDEFVAFSQKLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_ 001011715
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHAFTVSRPAQKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARRNVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVIWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_ 001472555
KPPFGGYLKNEENYSVPPLRRQPPAVYGEHVVVYVHAFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVIWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_ 001187305
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLQKSISEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEADFEPFSHRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000952315
KAAFRRLSENGKNYSVPPLRROQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEADFEPEFSQRFEQAGVTVWKQON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900077215
KAAFRRLSENGENYSVPPLRROQPPAVYGEHGVVYVHLEFTVSRPARKTKGHVMLOSLNHLTLAVSDLOKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFESFSHRLEQAGVTVWKQON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900050915
KAAFRRLSENVENYSVPPLRRQPPAVYGEHGVVYVHAFTVSRPAQKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARRNVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_900075125
KAAFRRLSENGENNSVPPLRRQPPAVYGEHGVVYVHLEFTVPCPARKKKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000692315
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPCPARKTKGHVMLOSLNHLTLAVSDLOKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELQVGSLAARLAACREKPYAGMVETSDEA

>GCA_900077005
KAAFRRLSENGENYSVPPLRRQPPAVYGEDGVVYVHLEFTVSRPARKTKGHVMLOSLNHLTLAVSNLOKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPFSQKLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900075195
KAAFRRLSENGKNYSAPPLRRQPPAVYGEHGVVYVHLEFTVSRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_900076275
KAAFRRLSENGEYYSVPPLRRQPPAVYGEDGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVSEADFEPEFSNKLEQAGITVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKTYAGMVETSDEA

>GCA_000958205
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHAFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARRNVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_ 001472895



KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHAFTVSRPAQKTKGHVMLQSLNHLTLAVSDLQKSVTFW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_000966095
KAAFRRLSENGKNYSVPPLRRQPPAVYGEHGVVYVHLFTVPRPARKTKGHVMLQSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARRNVPPQESDYTHYAFTVAEDDFEPFSHRLEQAGVTVIWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_001190105
KAAFRRLSENGENNSEPPLRRQPPAVYGEHGVVYGHLEFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSITEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPFSHRLEQAGVTVIWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000492715
KAAFRRLSENGENYSVPPLRRQPPAVYGEDGVVYVHAFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVTEEDFEPFSHRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGCLAARLAACREKPYAGMVETSDEA

>GCA_ 000512375
KAAFRRLSENGENYSMPPLRRQPPAVYGEHGVVYVHEVTVPRLAQKTKGHVMLOSLNHLTLAVSDLOKSVTEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARGYVPPQESDYTHYAFTVAAEDFEPFSHKLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_ 001487035
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGLVMLOSLNHLTLAVSDLOKSVTEW
HELLGLPLHARWNTGAYLTCGDLWVCLSFDEARQYVPPQESDYTHYAFTVTEEDFEPFSHRLEQAGVTVWKQON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYSGMVFETSDEA

>GCA 001631195
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHFFTVSRPARKSKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARRVVPPQESDYTHYAFTVSEADFEPEFSQRLEQAGVTVWKQON
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000958805
KAAFRRLSENGEYYSVPPLRRQPPAVYGEDGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVSEADFEPFSNKLEQAGITVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000315775
KAAFRRLSENGKNYSVPPLRRQPPAVYGEDGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAFTVAEEDFEPFSQRLKQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMLETSDEA

>GCA_001055365
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHAFTVSRPARKTKGHVMLOSLNHLTLAVSDLOKSVTEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA

>GCA_000784905
KAAFRRLSENGKNYSAPPLRRQPPAVYGEHGVVYVHAFTVSRPARKIKGHVMLOSLNHLTLAVSDLOKSVTEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPLSQRLEQAGVTIWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_001022695
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHAFTVSRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFEW
HELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSHRLEQAGITIVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000952605
KAAFRRLSENGENYSVPPLRRQPPAVYGEHGVVYVHAFTVSRPARKTKGHVMLOSLNHLTLAVSDLQKSVTEW
HELLGLTLHARWNTGAYLTCGDLWVCLSYDEAREYVPPQESDYTHYAFTVAEADFEPFSQRLEQAGVTVWKQN
KSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_000530005



VKAAFRRLSENGENYSVPPLRRQPPAVYGEDGVVYVHAFTVPRPARKTKGHVMLQSLNHLTTAVS DLOKSVTF
WHALLGLTLHARWNTGAYLTCGELWVCLSYDEARRYVPPQESDYTHYAFTVAEEDFEPFSQRLEQAGVTVWKQ
NKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYA

>GCA_001006645
ENYSVPPLRRQPPAVYGEHGVVYVHLFTVSRPARKTKGHVMLQSL.NHLTLAVSDLQKSVTFWHELLGLALHAR
WNTGAYLTCGDLWVCLSYDEARRVVPPQESDY THYAFTVSEADFEPFSQRLEQAGVTVWKONKSEGASFYLLD
PDGHKLELHVGSLAARLAACREKPYAGMVEFTSDEA

>GCA_000264705
NYSMPPLRRQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLQSLNHLTLAVSDLOKSVTFWHELLGLTLHARW
NTGAYLTCGELWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPFSQRLKQTGVTVWKQNKSEGASFYFLDP
DGHKLELHVGSLAARLAACREKPYAGMVETSDEA

>GCA_900075785
LRROPPAVYGEHGVVYVHLITVSRPARKTKGHVMLOSLNHLTLAVSDLOQKSVTFWHELLGLTLHARWNTGAYL
TCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEAFSQRLEQAGVIVWKONKSEGASEFYFLDPDGHKLE
LHVGSLAARLAACREKPYAGMVETSDGA

>GCA_900075885
LRROPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFWHELLGLTLHARWNTGAYL
TCGELWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPLSQRLEQAGVTVWKONKSEGASEFYFLDPDGHKLE
LHVGSLAARLAACREKPYAGMVETSDGA

>GCA_900076925
LRROPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFWHELLGLALHARWNTGAYL
TCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDFEPLSQRLEQAGVTVWKONKSEGASEFYFLDPDGHKLE
LHVGSLAARLAACREKPYAGMVFEFTSDEA

>GCA_900077575
LRROPPAVYGEHGVVYVHLITVSRPARKTKGHVMLOSLNHLTLAVSDLOKSVTFWHELLGLALHARWNTGAYL
TCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEADFEPLSQRLEQAGVTVWKONKSEGASEFYFLDPDGHKLE
LHVGSLAARLAACREKPYAGMVFEFTSDGA

>GCA_ 001052795
IMRTYKNKEELKKEINRTYTKYILEFETIPEELKDKRVEEVDRTPAENLAYQVGWTNLILKWENDERNGLSVK
TPSDOQFKWNQLGELYKWEFTNTYAHLPLKELEETTLNRNIDDINMMIDSMSDEDLFTAHKRKWADEATKTAVWEV
YKFIHVNTVAPFGTFRTKIRKWKRLAL

>GCA_ 900143315
MRTYESKEALTEATIQIASQKYLAEFAEIPETLKDHRIETVAKTPSENLAYQLGWLNLLLSWEEQEQRGLTVQT
PAEGYKWNQLGALYQSEFYQAYGOMSLESQLIALODTLEKLLHWIDSLSEDELFLPOQORAWATTKAQWPLWKWI
HINSVAPFTSFRTQIRKWKKACL

>GCA_000686165
VKAAFRRLSENGKNYSVPPLGROQPPAVYGEHGVVYVHLEFTVPRPARKTKGHVMLOSLNHLTLAVSDLQKSVSFE
WHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAFTVAEEDYEVFSQRLEQAGVTVWKQ
NKSEGRRSTIFSTRTG

>GCA_000948705
YVHEVTVPRLAQKTKGHVMLQSLNHLTLAVSDLOKSVTFWHELLGLTLHARWNTGAYLTCGDLWVCLSYDEAR
GYVPPOQESDYTHYAFTVAAEDFEPFSHKLEQAGVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACRE
KPYAGMVFEFTSDEA

>GCA_900076285
LYRITSGAKNKRHVMLQSTLNHLTLAVSDLOQKSVTFWHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVP
POESDYTHYAFTVTEEDFEPFSQRLEQAGVTVWKONKSEGASEFYFLDPDGHKLELHVGSLAARLAACREKPYA
GMVETSDEA

>GCA_000389255
MLOSLNHLTLAVSNLQTSLTFWRDLLGLOQLHAEWDTGASLPCGALWVCLSYDVSHLTCGDLWVCLSYDVSRNY
VAPQESDYTHYAFSIAPEDFEPEFSCKLKQAGVTVWKDNKSEGOSFYFLDPDGHKLELHVGDLASRLTQCREKP
YSGMRFE

>GCA_ 001078175



MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLHARWDNGAYFSCGDLWLCLSLDPQRRVTPPEESDY THYAFSTA
EEDFALFVGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRAKPYKGMVFFGEDEQAAGN
P

>GCA_001030775
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDNGAYFSCGDLWLCLSLDPQRRVTPPEESDY THYAFSTA
EADFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRAKPYKGMVFFGEDEQAAGN
P

>GCA_ 900083885
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDNGAYFSCGDLWLCLSLDPQRRVISPEESDYTHYAFSIA
EADFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRAKPYKGMVFFGEDEQAAWN
P

>GCA_ 900083605
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLHARWDNGAYFSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIA
EEDFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLARRLAACREKPYKGMVFFGEDEQTVGN
P

>GCA_900083695
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDNGAYFSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIA
EEDFAVFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGSLAQRLAACRAKPYKGMVFFGEDEQTAGN
P

>GCA_000507385
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDNGAYFSCGDLWLCLSLDPQRRVISPEESDYTHYAFSIA
EADFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRKQPYKGMVFFGEDEQAAGN
P

>GCA_ 900075735
KAKGHVMLQSLNHLTLAVSDLOKSVTFWHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTH
YAFTVAEADFAPFSHRLEQAGVTVWKONKSAGASEYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDE
A

>GCA_ 900083635
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDKGAYFSCGDLWLCLSLDPQRRVISPEESDYTHYAFSIA
EADFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRKQPYKGMVEFFGEDEQAAGN
P

>GCA_ 001548355
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLHARWDNGAYFSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTA
EEDFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLARRLAACREKPYKGMVEFFGEDEQTAGN
P

>GCA_900083565
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDNGAYFSCGDLWLCLSLDPQRRVISPEESDYTHYAFSIA
EADFALVVGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRAKPYKGMVEFFGEDEQAAGN
P

>GCA_ 900083575
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDNGAYFSCGDLWLCLSLDPQRRVISPEESDYTHYAFSTIA
EADFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRAKPYKGMVFFGEDEQAAGN
P

>GCA_900083625
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDNGAYFSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTA
EEDFALFVGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRAKPYKGMVFEFFGKDEQAAGN
P

>GCA_900083825
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDNGAYFSCGDLWLCLSLDPQRRVISPEESDYTHYAFSIA
EADFALVVGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRKQPYKGMVFFGEDEQAAGN
P

>GCA_ 001065715



MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDKGAYFSCGDLWLCLSL.DPQRRVTPPEESDYTHYAFSTA
EADFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRAKPYKGMVFFGEDEQTAGN
2

>GCA_001594375
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDNGAYFSCGDLWLCLSL.DPQRRVTPPEESDYTHYAFSTA
EADFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRAKPYKGMVFFGEDEQAAGD
P

>GCA_ 000247855
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDKGAYFSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIA
EADFALFAGRLNAAGYVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRAKPYKGMVFFGEDEQAAGN
P

>GCA_900084875
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFARFAARLEVVGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEDDEVITGN
>GCA_ 001631845
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGESHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEDEVVTGN
>GCA_ 000281755
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFFEDEVVTGN
>GCA_ 001052235
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLHARWDNGAYFSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTA
EEDFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLARRLAACREKPYKGMVELARTNRRPGT
>GCA_000492795
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFARFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDDEVVTGN
>GCA_000567605
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFFEDEVVTGN
>GCA_000693035
MLSGLNHLTLAVSQLAPSVAFYQQQLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFARFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFFEFDDEVVTGN
>GCA_000493135
MLSGLNHLTLAVSQLAPSVAFYQOLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFAEQGALG
>GCA_ 000822465
MLSGLNHLTLAVSQLAPSVAFYQQQLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFFAEQGALG
>GCA_ 001457255
MLSGLNHLTLAVSQLAQSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFFAEQGALG
>GCA_000821705
MLSGLNHLTLAVSQLAPSVAFYQOLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDEQGALG
>GCA_000565135
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPOQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDEQGALG
>GCA_000950145
MLSGLNHLTLAVSQLAPSVAFITISYSARCTRAGIAARIFPAATCGCACRWIPQRRVTPPEESDYTHYAFSISE
ADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMVEFGE
>GCA_000492435
GHVMLOSLNHLTLAVSDLOKSVTFWHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAF
TVTEEDFEPFSQRLEQAGVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA
>GCA_900076565



GHVMLQSLNHLTLAVSDLQKSVTFWHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAF
TVAEADFEPFSQRLEQAGVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDKA
>GCA_ 001270135
GHVMLQOSLNHLTLAVSDLOKSVTFWHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARRNVPPQESDYTHYAF
TAAEEDFEPFSQRLKQAGVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSNEA
>GCA_900078165
GHVMLQOSLNHLTLAVSDLOQKSVTFWHELLGLTLHARWNTGAYLTCGDLWICLSYDEARRYVPPQESDYTHYAF
TVAEADFEPFSQMLEQAGVTVWKQNKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA
>GCA_900075235
GHVMLQSLNHLTLAVSDLQKSVTFWHELLGLALHARWNTGAYLTCGDLWVCLSYDEAHRYVPPQESDYTHYAF
TVAEEDFEPFSQRLEQAGVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA
>GCA_ 001631365
GHVMLQOSLNHLTLAVSDLOQKSVTFWHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAF
TVAEEDFEPFSQRLEQAGVTVWKONKSEGASFYFLDPDGHKLELHMGSLAARLAACREKPYAGMVETSDEA
>GCA_900077405
GHVMLQOSLNHLTLAVSDLOQKSVTFWHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAF
TVAEEDFEPFSQRLEQAGVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA
>GCA_001055165
GHVMLOSLNHLTLAVSDLOKSVTFWHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAF
TVAEAEFEPFSNKLEQAGVIVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA
>GCA_000492675
GHVMLOSLNHLTLAVSDLOKSVTFWHELLGLALHAHWNTGAYLTCGDLWVCLSYDEARQFVPPQESDYTHYAF
TVAEADFEPFSQRLEQAGVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA
>GCA_000783855
GHVMLQOSLNHLTLAVSDLQKSVTFWHELLGLALHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAF
TVAEADFEPFSQRLEQAGVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA
>GCA_900075915
GHVMLOSLNHLTLAVSDLOKSVTFWHELLGLTLHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAF
TVAEADFEPFSQRLEQADVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDKA
>GCA_900077895
GHVMLOSLNHLTLAVSDLOKSVTFWHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAF
TVAEEDFEPFSQRLEQAGVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACHEKPYAGMVETSDEA
>GCA_900076035
GHVMLOQSLNHLTLAVSDLOKSVTFWHELLGLALHARWNTGAYLTCGDLWVCLSYDEARRYVPPQESDYTHYAF
TVAEADFEPFSQRLEQAGVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDGA
>GCA_000492575
GHVMLOSLNHLTLAVSDLOKSVTFWHELLGLALHARWNTGAYLTCGDLWVCLSYDEARQYVPPQESDYTHYAF
TVAEEDFEPFSQRLEQAGVTVWKONKSEGASFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA
>GCA_000770295
MLTGMNHLTLAVTDLDRSLHEYRDILKMTLHTRWKYGAYLTCGELWICLSADPETITHRPIHQGYTHYAFTLPP
EQFPAFRSLLAAHQITLWKRNRSEGDSVYFLDPDGHQLEAHSGGIQQRLDACREAPYEEMIFPAPGQINV
>GCA_000966695
MLTGMNHLTLAVADLDRSLHFYRDILKMTLHTRWKYGAYLTCGELWICLSADPETTHRPTHQGYTHYAFTLPP
EQFPAFRSLLAAHQITLWKRNRSEGDSIYFLDPDGHQLEAHSGGIQQRLDACREAPYEEMIFPAPGQINV
>GCA_ 900142745
MLTGMNHLTLAVADLDRSLHEFYHDILKMTLHTRWKYGAYLTCGELWICLSADPEITHRPIHQGYTHYAFTLPP
EQFPAFRSLLAAHQITLWKRNRSEGDSVYFLDPDGHQLEAHSGGIQQRLDACREAPYEEMIFPAPGQINV
>GCA_001006565
MLTGINHLTLAVADLDRSLHEFYHGILEMTLHARWKYGAYLTCGDLWICLSADPEITHRPVHQGYTHYAFTLPP
ERFPAFRALLASHQITLWKHNRSEGDSVYFLDPDGHQLEAHSGGIQQRLNACREAPYEEMIFPPTGQINV
>GCA_001462885
MLSGLNHLTLAVSQLAPSVAFYQQOLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEEFDEQGA
>GCA_001870615



MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVAVLPSGWPPAANSRIRGWCFLISEAAS
>GCA_ 000694455
MLSGLNHLTLAVSQLAQSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFFDEQGA
>GCA_ 001274995
MLTGINHLTLAVADLDRSLHEFYHGILEMTLHARWKYGAYLTCGELWICLSADPEITHRPVHQGYTHYAFTLPP
ERFPAFRALLASHQITLWKHNRSEGDSVYFLDPDGHQLEAHSGGI TQRLNACREAPYEEMI FPPTGQINV
>GCA_000223435
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFEDEQGA
>GCA_ 001879345
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVAVSPSGWPPAASSRIRGWCFLNSEAAT
>GCA 900083615
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDKGAYFSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIA
EADFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRAKPYKGMVFFGEDEQ
>GCA_000269585
MLSGLNHLTLAVSQLAPSVAFYQQLPGMTLRARWDNGAYFSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIA
EADFALFAGRLNAAGVPVWKTNKSEGASHYFLDPDGHKLELHVGNLAQRLAACRAKPYKGMVFFGEDEQ
>GCA_ 001879415
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVAVSPSGWPPAASSRIRGWCFLNSEAA
>GCA_001674985
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVAVSPSVWPPAANSRIRGWCFLISEAA
>GCA_ 001621665
MLNALNHLTLAVSNLPASITFWRDLLGLRLHAEWHTGAYLTCGDLWLCLSYDETRTFIPPONSDYTHYAFSVE
PEHFDAVAQKLKDAGVTVWKENKSEGASFYFLDPDGHKLELHVGDLAARLAACREKPYAGMVETSDEA
>GCA_000633515
MLTGMNHLTLAVADVDRSLHEFYRDILEMTLHARWKYGAYLTCGELWICLSADPEITHRPVHQGYTHYAFTLPP
EQFPAFRSLLAAHQITLWKRNRSEGNSVYFLDPDGHQLEVHSGGIQQRLDACREAPYEEMIFPDNTGE
>GCA_000950365
MLTGMNHLTLAVADVDRSLHFYRDILEMTLHARWKYGAYLTCGELWICLSADPETTHRPVHQGYTHYAFTLPP
EQFPAFRSLLATHQITLWKRNRSEGNSVYFLDPDGHQLEVHSGGIQQRLDACREAPYEEMIFPDNTGE
>GCA_001879425
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVAVSPSVWPPAANSRIRGWCEFLISE
>GCA_001006635
MLHALNHLTLAVSHLPTSTIAFWRDLLGLRLHAEWDTGAYLTCGDLWLCLSYDDARQYVPPONSDYTHYAFSVA
PEHFDTLVQILTAANVTVWKDNKSEGASFYFLDPDGHKLELHVGDLAARLAACREKPYAGMVFTADD
>GCA_900085185
MLSGLNHLTLAVSQLAPSVAFYQOLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDSDGHKLELHVGSLAQRLAACREQPYKGMVEFEFDQ
>GCA_000692995
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPSEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLDQRLAACREQPYKGMVEFDQ
>GCA_000566845
MLSGLNHLTLAVSQLAPSVAFYQQLLGMMLHARWDSGAYLSCGDLWLCLLDPQRRVTPPEESDYTHYAFSTISE
ADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDE
>GCA_001970155
MLSGLNHLTLAVSQLAPSVAFYQQOLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEE

>GCA_ 001033665



MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWESGAYLSCGDLWLCLSLDPQRRI TPPEESDYTHYAFSTS
EADFACFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEDG

>GCA_ 001033805
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWESGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFACFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMVFFDQ

>GCA_ 001062535
MLSGLNHLTLAVSQLAPSVAFYQQQLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLGPGGHKLELHVGSLAQRLAACREQPYKGMVFFDQ

>GCA_ 001936035
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFEDE
>GCA_000805735
MLSGLNHLTLAVSQLAPSVAFYQQQLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEDQ
>GCA_900093305
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWESGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFACFTARLEVVGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYRGMVEFDQ
>GCA_000383335
MLSGLNHLTLAVSQLAPSVAFYRRLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEE
>GCA_900093015
MLSGLNHLTLAVSQLAPSVAFYQQQOLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGAATWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDQ

>GCA_ 001011295
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMAFFGE
>GCA_900085435
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWESGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFACFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYRGMVEFDQ

>GCA_ 001011385
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVALWKLNRSEGESHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMVFEFGE

>GCA_ 000754345
MLIGINHLTLAVSDIQKSISFYQTVLGMQLHASWERGAYLTCGALWVCLSYDPMRQEVAAAKRRDYTHYAFTV
SAEDFSDIVEKLHQAGVTVWKDNRSEGDSFYFLDPDGHQLETIHVGSLIDRLKSCRKKPYDGMVEYS
>GCA_900084795
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITIPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFEDQ
>GCA_000822705
MLSGLNHLTLAVSQLAPSVAFYQQQLGMTLHARWDSGAYLSCGDLWLCLSLDPOQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFAE

>GCA_ 001914065
MLSGLNHLTLAVSQLAPSVAFYQOLLGMTLHARWDRGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDQ

>GCA_ 000220485
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEQ
>GCA_000334515
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFTSFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMAFFGE
>GCA_000957705
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFAGFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGSLAKRLAACREQPYKGMVEFGE

>GCA_ 001631345



MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVSNLAQRLAACREQPYKGMVFEFFEE

>GCA_ 000822225
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDCGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFFAE

>GCA_ 000936205
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLDLRLAACREQPYKGMVFFDQ
>GCA_001530015
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLS PDPQRRVTPPEESDY THYAFSTS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEDQ

>GCA_ 001071835
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGESHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEEDE

>GCA_ 001463185
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFACFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMVEFDQ

>GCA_ 000412575
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFDQ

>GCA_ 001011515
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDE
>GCA_000692155
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMVEFDE

>GCA_ 000827665
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFARFAARLEVVGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDE

>GCA_ 001011595
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGSLAKRLAACREQPYKGMVFEFGE
>GCA_000492835
MLSGLNHLTLAVSQLAPSVAFYQOLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFTIS
EADFARFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDE
>GCA_001066095
MLSGLNHLTLAVSQLAPSVAFYQQQLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFEFDE
>GCA_900085315
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFAE

>GCA_ 001631815
MLSGLNHLTLAVSQLAPSVAFYHQLLGITLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFTARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFGE

>GCA_ 001011795
MLSGLNHLTLAVGQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLESAGVAVWKLNRSEGESYYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDE

>GCA_ 001011355
MLSGLNHLTLAVSQLAPSAAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMVFEFFDE

>GCA_ 001034045
MLSGLNHLTLAVSQLAPSVAFYQQOLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDE

>GCA_ 001597035



MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTS
EADFARFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFFAE

>GCA_ 900084815
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPSEESDYTHYAFSIS
EADFASFAARLEVSGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFFDQ

>GCA_ 001720645
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYPHYAFSIS
EADFASSAARLEAAGVATWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFFDQ

>GCA_ 000019565
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSTS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEDQ

>GCA_ 001006555
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMVFEFEFGD

>GCA_ 000723925
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESNYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDE

>GCA_ 001312905
MLSGLNHLTLAVSSLAPSVAFYLQLLGMTLHARWDGGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSVA
EADFAGFSARLETAGVAVWKVNRSEGASYYFLDPDGHKLELHVGSLALRLAACREQPYKGMVEYDE
>GCA_900083685
MLSGLNHLTLAVSSLAPSVAFYHQLLGMTLHARWDGGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSVA
EADFAGFSARLETAGVAVWKVNRSEGASYYFLDPDGHKLELHVGSLALRLAACREQPYKGMVEYDE

>GCA_ 000534135
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGNLPQRLAACREQPYKGMVEFGE
>GCA_000263095
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDE

>GCA_ 001011915
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPOQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMVFEFEE
>GCA_000255975
MLSGLNHLTLAVSQLAPSVAFYQOLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDQ
>GCA_000783515
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFEQ

>GCA 000492215
MLSGLNHLTLAVSQLAPSVAFYQQLLGMMLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFEFDE

>GCA_ 001031245
MLSGLNHLTLAVSQLAPSVAFYQOLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFAE

>GCA_ 000492475
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPSEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDE

>GCA_ 000474015
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFHPDGHKLELHVGSLAQRLAACREQPYKGMVFEFFAE
>GCA_001888205
MLIGINHLTLAVSDIQKSISFYQTVLGMQLHASWERGAYLTCGALWVCLSYDPMRQEVAAAKCRDYTHYAFTV
SAEDFSDIVEKLHQAGVTVWKDNRSEGDSFYFLDPDGHQLEIHVGSLIDRLKSCRKKPYDGMVEYS

>GCA_ 001006575



MLSGLNHLTLAVSQLAPSVAFYQHTLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSTS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLDQRLAACREQPYKGMVEFEDQ

>GCA_ 000409715
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVATWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMEFFDQ

>GCA_ 000755545
MLSGLNHLTLAVSQLAPSVAFYRRLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMVFFEE
>GCA_000367165
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTS
EADFARFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEDQ

>GCA_ 000694735
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLDQRLAACREQPYKGMVEFEDQ

>GCA_ 001666015
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLGAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEQ
>GCA_900084115
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTIHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDE

>GCA_ 001033975
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGTYLSCGDLWLCLSLDPOQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDQ
>GCA_000821545
MLSGLNHLTLAVSQLAPGVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDQ
>GCA_000956775
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFAGFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFGE

>GCA_ 001280925
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFARFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLVQRLAACREQPYKGMVFEFEDQ
>GCA_000219945
MLSGLNHLTLAVSQLAPSVAFYQOLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDQ
>GCA_000498775
MLSGLNHLTLAVSQLAPSVAFYQQQLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMEFFEDQ
>GCA_001030055
MLSGLNHLTLAVSQLAPSVAFYHQLIGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMVFEFGE

>GCA_ 000493115
MLSGLNHLTLAVSQLAPSVAFYQOLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTIS
EVDFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDQ
>GCA_000693815
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDTQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEQ

>GCA_ 001974865
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFAGFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGNLAQRLAACREQPYKGMVFEFGE
>GCA_001373075
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDE

>GCA_ 000822485



MLSGLNHLTLAVSQLAPSVAFYQQQLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEEDQ

>GCA_ 001968995
MLIGINHLTLAVSDIQKSISEFYQTVLGMQLHASWERGAYLTCGALWVCLSYDPMRQEVAAAKRRDYTHYAFTV
SAEDFSDIVEKLHQAGVTVWKDNCSEGDSFYFLDPDGHOLE THVGLLIDRLKSCRKKPYDGMVEYS
>GCA_000714635
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPSEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFFDQ
>GCA_001404095
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLSQRLAACREQPYKGMVFEFEDE

>GCA_ 900084085
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACCEQPYKGMVFEFFAE

>GCA_ 900092875
MLSGLNHLTLAVSQLAPSVAFYQQLLGMMLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFEFDQ
>GCA_000692955
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGIVEFDE

>GCA_ 000349245
LSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSISE
ADFARFAARLEVADVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVFEFDE

>GCA_ 900119335
MLSGLNHLTLAVSQLAPSVAFYRRLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEIE

>GCA_ 001894545
MLOGLNHLTLAVSDLASSLAFYQQLPGMRLHASWDSGAYLSCGALWLCLSLDEQRRKTPPQESDYTHYAFSVA
EEEFAGVVALLAQAGAEVWKDNRSEGASYYFLDPDGHKLELHVGNLAQRLAACRERPYKGMVEVD

>GCA_ 001549975
LSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPLEESDYTHYAFSISE
ADFASFAARLEVAGVAVWKLNRSEGASHYVLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDQ
>GCA_900093395
MLSGLNHLTLAVSQLAPSVAFYQOLLGMTLHARWESGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFACFAARLEVAGVAVWKLNRSEGASHYFLDTDGHKLELHVGSLAQRLAACREQPYKGMVFEFED
>GCA_900086385
LSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPSEESDYTHYAFSISE
ADFASFAARLEVAGVAVWKLNRSEGASHYFLDLDGHKLELHVGSLDQRLAACREQPYKGMVEFDQ
>GCA_000986855
LSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPSEESDYTHYAFSISE
ADFASFAARLEVAGVAVWKLNRSEGASHYFLDLDGHKLELHVGSLAQRLAACREQPYKGMVEFDQ

>GCA_ 000492415
MLSGLNHLTLAVSQLAPSVAFYQQOLLGMTLHARWESGAYLSCGDLWLCLSLDPQRRITPPEESDYTHYAFSIS
EADFACFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGNLAQRLAACREQPYRGMVEFED

>GCA_ 001006625
LSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPSEESDYTHYAFSISE
ADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLDQRLAACREQPYKGMVEFEDQ

>GCA_ 001548315
LSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSISE
ADFARFVARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEFDE
>GCA_000804345
MLQGLNHLTLAVSDLASSLAFYQRLPGMRLHARWDSGAYLSCGALWLCLSLDAQRRKTPAQESDYTHYAFSVA
EEHFAEVVAQLAHAGAEVWKDNRSEGASYYFLDPDGHKLELHVGHLAQRLAACRERPYKGMVEFED

>GCA_ 900084895



LSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEKSDYTHYAFSTSE
ADFARFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEEDQ

>GCA_ 000496775
MLSTLNHLTLAVSDLARSVDEFYHQLLGLKLHARWDNGAYLTCGDIWICLSVDEARRVTPAEQSDYTHYAFSIG
EGELAAFITRLEQAGVVSWKVNKSEGASYYFLDPDGHKLEAHVGDLAQRLAACRAKPYKGMVEF

>GCA_ 001059375
LKSINHICEFSVRNLNDSTIHFYRDILLGKLLFTGKKTAYFELAGLWIALNEEKDIPRNEIHFSYTHIAFTIDDS
EFKYWHQRLKDNNVNILEGRVRDIRDRQSTYFTDPDGHKLELHTGTLEDRLNYYKEAKPHMTFY

>GCA_ 000956895
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTS
EADFASFAARLEAAGVAVWKLNRSEGESHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEF

>GCA_ 001631605
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEVAGVAVWKLNRSEGESHYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEF

>GCA_ 000297835
MLTDLNHLTLAVNDVKKSFHEYVEVLGFKPLALWDHGAYLQLNTLWLCLSEDTRNITEISDYTHYAFSLSANN
FETFKQHLLSHGITSWKENKSEGDSFYFYDPDNHKLEIHVGDLESRLKTCRQYPYSGMQFEFDNK
>GCA_001853385
MLLGINHLTIAVTNVEKSIYFYHHILGMHLHASWKNGAYLTCGELWVCLSFDPOQRHHVDPDTTDYTHYAFSVT
ENDEFSLVVEKLQQFDVKVWKDNRSEGASFYFLDPDGHKLEITHVGSLLDRLKSCLVHPYEEMKEY

>GCA_ 000158055
MLNGINHLTLAVTDLEKSIGEFYQSLLGMKLHASWKKGAYISCGDLWLCLSLDITRQFSSPEKTDYTHYAFNVD
AKDFLIVVDRLMQANVIVWKENKSEGDSEFYFLDPDGHKLELHVGGLLQRLKSCQEKPYEEMKEY

>GCA_ 001076695
MLTDLNHLTLAVNDVKKSFHEYVEVLGFKPLALWDHGAYLQLNTLWLCLSKDTRNITEISDYTHYAFSLSANN
FETFKQHLLSHGITSWKENKSEGDSFYFYDPDNHKLEIHVGDLESRLKTCRQYPYSGMQFFEFDNK
>GCA_000314835
MLNGINHLTLAVTDLDKSISEFYQSLLGMKLYASWKKGAYISCGDLWLCLSLDTTRQFLSPEKTDYTHYAFNVD
AKDFLIVVDRLMQOANVIVWKENKSEGDSEFYFLDPDGHKLELHVGGLLQRLKSCQEKPYEEMKEY
>GCA_001680125
MLNGINHLTLAVTDLDKSISEFYQSLLGMKLHASWKKGAYISCGDLWLCLSLDTTRQFLSPEKTDYTHYAFNVD
AKDFLIVVDRLMQANVIVWKENKSEGDSFYFLDPDGHKLELHVGGLLOQRLKSCQEKPYEEMKEY

>GCA_ 001011625
MLSGLNHLTLAVSQLAPSVAFYHQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTS
EADFASFAARLEVAGVAVWKLNRSEGESYYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVEF
>GCA_000530175
MLSGLNHLTLAVSQLAPSVAFYQQLLGMMLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACREQPYKGDGVE
>GCA_000805715
MLVGINHLTIAVTDVEKSIFFYQSLLGMKLHASWKNGAYISCGDLWLCLSLDKTRLSFSHTETDYTHYAFTVS
EADFPICVAKLKQANVIVWKENKSEGKSEFYFLDPDGHKLELHVGGLLOQRLKSCQEAPYEGMKEY
>GCA_000020885
MLOQSLNHLTLAVSNLQTSLTFWRDLLGLQLHAEWDTGAYLTCGDLWVCLSYDVSRNYVAPQESDYTHYAFSTA
PEDFEPFSCKLKQAGVTVWKDNKSEGQSFYFLDPDGHKLELHVGDLASRLTQCREKPYSGMRE

>GCA_ 001474655
MLOSLNHLTLAVSNLQTSLTFWRDLLGLOQLHAEWDTGAYLTCGDLWVCLSYDVSRNYVAPQESDHTHYAFSIA
PEDFEPFSCKLKQAGVTVWKDNKSEGQSFYFLDPDGHKLELHVGDLASRLTQCREKPYSGMRFE
>GCA_000190795
MLOSLNHLTLAVSNLQSSLTFWRDLLGLOQLHAEWGTGAYLTCGDLWLCLSYDVSRSYVAPQKSDYTHYAFSIA
PEDFEPFSYKLKQSGVTVWKDNKSEGQSFYFLDPDGHKLELHVGDLASRLAQCRERPYSGMRF
>GCA_001474845
MLQSILNHLTLAVSKLQTSLTFWRDLLGLQLHAEWDTGAYLTCGDLWVCLSYDVSCNYVAPQECDYTHYAFSTIA
PEDFEPFSYKLKQAGVTVWKDNKSEGQSFYFLDPDGHKLELHVGDLASRLAQCREKPYSGMRFE
>GCA_000020705



MLQSLNHLTLAVSNLQTSLTFWRDLLGLQLHAEWDTGAYLTCGDLWVCLSYDVSCNYVAPQECDYTHYAFSTA
PEDFEPFSYKLKQAGVTVWKDNKSEGOSFYFLDPDGHKLELHVGDLASRLAQCREKPYSGMRFE

>GCA 000487235
MLOSLNHLTLAVSNLQTSLTFWRDLLGLQLHVEWDTGAYLTCGDLWVCLSYDVSRNYVAPQESDYTHYAFSTIA
PEDFEPFSYKLKQAGVTVWKDNKSEGQSFYFLDPDGHKLELHVGDLASRLTQCRERPY SGMRF

>GCA_ 001903595
MLSGLNHLTLAVSRLAPSVAFYHQLLGMTLHARWDGGAYLACGDLWLCLSLDPQRRITPPEESDYTHYAFSIA
EADFSGVAARLEVAGVTMWKMNRSEGASYYFLDPDGHKLELHVGSLAQRLAACREQPYKGMVE
>GCA_001309675
VIQSLNHLTLAVSNLQSSLTFWRDLLGLQLHAEWGTGAYLTCGDLWLCLSYDVSRSYVAPQKSDYTHYAFSIA
PEDFEPFSYKLKQSGVTVWKDNKSEGOSFYFLDPDGHKLELHVGDLASRLAQCRERPYSGMRFE

>GCA 001880915
MLOSLNHLTLAVSNLQTSLTEFWRDLLGLOQLHAEWETGAYLTCGDLWICLSYDVSRNYVAPQESDYTHYAFSIT
PEDFESFSYKLKQSGVITVWKENKSEGOSFYFLDPDGHKLELHVGDLASRLAQCREKPYSGMRFE

>GCA 001569625
MLOSLNHLTLAVSNLQTSLTFWRDLLGLOQLHAEWDTGAYLTCGDLWVCLSYDVSRNYVAPQESDYTHYAFSIA
PEDFEPFSCKLKQAGVTVWKDNKSEGQSFYFLDPDGHKLELHVGDLASRLTQCRERPYSGMRF

>GCA_ 001034065
LSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRITPSEESDYTHYAFSISE
ADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLDQRLAACREQPYKGMVFEL

>GCA_ 001537405
MLQSLNHLTLAVSNLQSSLAFWRDLLGLQLHAEWDTGAYLTCGDLLICLSYDVSRNYVAPRESDNTHYAFSIA
PEDFEPFSYKLKQSEVMVWKANKSEGQSFYFLDPDGHKLELHVGDLASRLAQCMAKPYSGMLFE

>GCA_ 000486835
MLOSLNHLTLAVSNLQTSLTFWRDLLGLQLHAEWDTGAYLTCGDLWVCLSYDVSRNYVAPQESDYTHYAFSIA
PEDFEPFSCKLKQAGVTVWKDNKSEGQSFYFLDPDGHKLELHVGDLASRLAQCREKPYSGMRF
>GCA_000529745
ILOSLNHLMLAVSNLQSSLTFRDLLGLQLHAEWDTGAYLTCGDLWICLSYDVSRNYVATQEGDYTHYAFSIAP
EDFESFSYKLKQAGVTVWKDNKSEGQSEFYFLDPDGHKSELHVGDLASRLVQCRERLYSGMRF
>GCA_000791765
MFTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPVADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 001902635
MLTGLNHLTLAVSDLDRSFDEFYHRLLGFTPHARWQGGGYLSLGALWLCLSLDEARTQQSARDYTHYAFSVAPE
HIERVSERLRONGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY
>GCA_000215775
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQCGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 001554535
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQCGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAARRQAPYAGMRFAD
>GCA_900146525
MLTGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQASYAGMRFEAN

>GCA_ 000342205
MLTGLNHLTLAVSNLDRSEFDFYRHLLGFIPHARWQGGAYLSLGPLWLCLSLDEARMQQORERDYPHYAFSVAPE
HIEQVSERLRQAGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 001432595
MKLSGLNHLTISVANVDRIFNFYKDILGFTPKAKWKKGAYLSLGELWLCLSLDEVSVSSDYTHYCLSISEDDT
NEFROQKIKLLNIREWKNNQSEGESTIYFLDPDGHKLEVHVGNLSTRLESCRKNPYEGMVFFDE
>GCA_000783975
MLTGLNHLTLAVSDLDRSFDFYRHLLGFTPHARWQGGAYLSLGTLWLCLSLDEARTQPRARDYTHYAFSVAPE
HIERVSERLRQSGAEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA 001453145



MLTGLNHLTLAVAELPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGTAAAD
FARFAAHLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_000793005
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAHLRAHGVREWKQNRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_000783275
MLTGLNHLTLAVADLPVSIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAHLRAHGVREWKQNRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_001536545
MLTGLNHLTLAVSDLDRSFDFYRHLLGFTPHARWQGGAYLSLGPLWLCLSLDERRTQQRERDY THYAFSVAPE
HIEQASQRLRQAGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 001537565
MLTGLNHLTLAVSDLDRSEFDFYRHLLGFTPHARWQGGAYLSLGPLWLCLSLDERRTQQRERDYTHYAFSIAPE
HIEQASQRLRQAGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY
>GCA_000297575
MKLSGLNHLTISVANVDRSENFYKDILGFTPKAKWKKGAYLSLGKLWLCLSLDEVSVSSDYTHYCLSISEDDI
DEFROKIKLLNIREWKNNQSEGESTIYFLDPDGHKLEVHVGNLSTRLESCRKNPYEGMVFEFDE
>GCA_001536585
MLTGLNHLTLAVSDLDRSEFDFYRHLLGFTPHARWQGGAYLSLGPLWLCLSLDEKRTQQHERDYTHYAFSVAPE
HIEQASQRLRQAGVEEWKSNRSEGESLYFLDPDGYQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 001077565
MKLSGLNHLTISVANVDRSENFYKDILGFTPKAKWKKGAYLSLGELWLCLSLDEVSVSSDYTHYCLSISEDDI
DEFROQKIKLLNIREWKNNQSEGESIYFLDPDGHKLEVHVGNLSTRLESCRKNPYEGMVFEFDE

>GCA_ 000793665
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLRLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFEAD

>GCA_ 001547955
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPSAGMRFAD
>GCA_000629605
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGNSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_000796065
MLTGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMREVD
>GCA_001060335
MLTGLNHLTLAVSDLDRSEFDEFYRHLLGFTPHARWQGGAYLSLGALWLCLSRDEARAQQSARDYTHYAFSVAPD
HIEQVSERLRQSGVKEWKSNRSEGESLYFLDPDGHQLETIHASDLASRLAACREKPYQGMVFEY
>GCA_001063125
MLTGLNHLTLAVSNLDRSEFDFYRHLLGFIPHARWQGGAYLSLGPLWLCLSLDEARMQQORERDYTHYAFSVAPE
HIEQVSERLRQAGVEEWKSNRSEGESLYFLDPDGHQLETIHAGDLASRLAACREKPYQGMVEY

>GCA_ 001065405
MLTGLNHLTLAVSNIDRSFDFYRHLLGFIPHARWQGGAYLSLGPLWLCLSLDETRMQQRERDYTHYAFSVAPE
HIEQVSERLRQAGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQDMVEY
>GCA_001889685
MLTGLNHLTLAVSDLDRSEFDFYRHLLGFTPHARWQGGAYLSLGALWLCLSLDEARTQPRARDYTLYAFSVAPE
HIERVSERLRQSGAEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 001454395
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYVGMRFAD
>GCA_000633715
MLTGLNHLTLAVSDLDRSFDFYRHLLGFTPHARWQGGAYLSLGPLWLCLSLDEKRTQQHERDYTHYAFSVAPE
HIEQASQRLRQAGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY
>GCA_000468935



MLTGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGTARAD
FARFAAQPRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 000148745
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQNRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAN

>GCA_ 000797285
MLTGLNHLTLATIADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQNRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_000581995
MKLSGLNHLTISVANVDRSFNFYKDILDFTPKAKWKKGAYLSLGELWLCLSLDEVSTSSDYTHYCFSTSEDNT
DEFROQKIKMMNIREWKNNQSEGESTIYFLDPDGHKLEVHVGNLSTRLESCRKNPYEGMVFEFDE

>GCA_ 000738535
MLTGLNHLTLAVSDLDRSEFDEFYRHLLGFTPHARWQGGAYLSLGALWLCLSLDEARMLPRERDYTHYAFSVAPK
HIERVSERLRQAGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 001007555
MLTGLNHLTLAVSDLDRSEFDFYRHLLGFTPHARWQGGAYLSLGALWLCLSLDEARTPPRARDYTHYAFSVAPE
HIERVSERLRQSGAEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 000418815
MLTGLNHLTLAVSDLDRSFEFYRHLLGFTPHARWQGGAYLSLGALWLCLSRDEARAQQSARDYTHYAFSVAPE
HIEQVSERLRONGVKEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 001672055
MLTGLNHLTLAVSNLDRSFDFYRHLLGFIPHARWQGGAYLSLGPLWLCLSLDETRMQQHERDYTHYAFSVAPE
HIEQVSERLRQAGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAAYREKPYQGMVEY

>GCA_ 000341565
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLLSRLAACRQAPYAGMRFEFAD

>GCA_ 001444845
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQNRNEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_000791705
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAHLRAHGVREWKQNRSEGDSFYFLDPDGHRLEAHVGDLRSRLSACRQAPYAGMRFAD
>GCA_000794725
MLTGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAAFRQAPYAGMRFEFAD

>GCA_ 001449435
MLTGEFNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYDGPAEDYTHYAFGIAAAD
FARFAAHLRGHGVREWKQONRSEGDSFFLDPDGHRLEAHVGDLRSRLAACRQTPYAGMRFEAD

>GCA_ 001294565
MLTGLNHLTLAVSDLDRSFDFYRHLLGFTPHARWQGGAYLSLGSLWLCLSLDERRTQQHERDYTHYAFSVAPE
HIEQASQQLRQAGVEEWKSNRSEGESLYFLDPDGHQLETIHAGDLASRLAACREKPYQGMVEY

>GCA_ 001537145
MLTGLNHLTLAVSDLDRSFDFYRHLLGFTPHARWQGGAYLSLGPLWLCLSLDEKRTQQHERDYTHYAFSVAPE
HIEQASQRLRQAGVKEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 000647635
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWRQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_000506005
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSRDPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_000481865
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDKGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_000408865



MLTGLNHLTLAVADLPASTAFYHDLLGFRLEARWDQGAYLELGS LWLCLSREPQYGGPAADYTHYAFGTARAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 000481205
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQNRSEGDSFYFLDPDGHRLEVHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 001067375
MLTGLNHLTLAVSDLDRSEFDFYRHLLGFTPHARWQGGAYLSLGSLWLCLSLDERRTQQRERDYTHYAFSIAPE
HIEQASQRLRQAGVKEWKSNRSEGESLYFLDPDGHQLE THAGDLASRLAACREKPYQGMVEY
>GCA_000521905
MLTGLNHLTLAVSDLDRSFDFYRHLLGFTPHARWQGGAYLSLGALWLCLSL.DEARTQPRARDY THYAFSVAPE
HIERVSERLRQSGAEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 000359505
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIATAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 000783915
MLTGLNHLTLAVSDLDRSEFDFYRHLLGFTPHARWQGGAYLSLGPLWLCLSLDERRTQQHERDYTHYAFSVAPE
HIEQASQRLRQAGVEEWKSNRSEGESLYFLDPDGHQLETIHAGDLASRLAACREKPYQGMVEY
>GCA_001068085
MLTGLNHLTLAVSDLDRSEFDEFYRHLLGFTPHARWOGGAYLSLGALWLCLSRDEARAQQSARDYTHYAFSVAPD
HIEQVSERLRONGVKEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 001578415
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHAFGIAAADF
ARFAAQLRAHGVREWKQONRSEGDSEFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_000481065
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLKARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFEFAD
>GCA_001066075
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQCGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQNRSEGDSFYFLDLDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 000292365
MLTGLNHLTLAVHDLDRSVDEFYHHLLGFIPHARWQGGAYLSLGALWLCLSVDESRTPONARDYTHYAFSVAPE
HMEQVSERLRQSGVEEWKSNRSEGESLYFLDPDGHQLETHAGDLASRLAACREIPYQGMVEY
>GCA_000521925
MLTGLNHLTLAVSDLDRSFDFYRHLLGFTPHARWQGGAYLSLGSLWLCLSLDERRTQQHERDYTHYAFSVAPE
HIEQASQRLRQAGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY
>GCA_001060585
MLTGLNHLTLAVSDLDRSEFDFYRHLLGFTPHARWQGGAYLSLGPLWLCLSLDERRTQQRERDYTHYAFSVAPE
HIEQASQRLRQAGIEEWKSNRSEGESLYFLDPDGHQLETIHAGDLASRLAACREKPYQGMVEY
>GCA_000481405
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYVFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_001750225
MLSGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 001643155
MLTGLNHLTLAVSDLDRSVEFYRHLLGFTPHARWQGGAYLSLGALWLCLSLDESRTQQRERDYTHYAFSVAPE
HIERVSERLRONGVKEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 000258285
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQCGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLAHVGDLRSRLAACRQAPYAGMRFEAD

>GCA_ 001756295
MLTGLNHLTLAVSNLDRSFDFYRHLLGFIPHARWQGGAYLSLEPLWLCLSLDETRMQQORERDYTHYAFSVAPE
HIEQVSERLRQAGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACRKKPYQGMVEY

>GCA_ 000783615



MLTGLNHLTLAASDLDRSFEFYRHLLGFTPHARWQGGAYLSLGALWLCLSRDEARAQQSARDY THYAFSVAPQ
HIEQVSERLRONGVKEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 001975745
MLIGLNHLTLAVSNLDRSEFDFYRHLLGFIPHARWQGGAYLSLGPLWLCLSLDETRMQQRERDYTHYAFSVAPE
HIEQVSERLRQAGVEEWKSNRSEGESLYFLDPDGHQLE THAGDLASRLAACREKPYQGMVEY

>GCA_ 000264275
MLTGLNHLTLAVSNLDRSEDEFYRHLLGFIPHARWQGGAYLSLGPLWLCLSLDETRMQQRERDYTHYAFSVAPE
HIEQVSERLRQAGVEEWKSNRSEGESLYFLDPDGHQLE THAGDLASRLAACREKPYQGMVEY

>GCA 000756575

MLTGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGS LWLCLSREPQCGGPAADYTHYAFGIDAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 001909165
MLTGLNHLTLAVQDLDRSVDFYHHLLGFIPHARWQGGAYLSLGALWLCLSVDESRTPONARDYTHYAFSVAPE
HMEQVSERLRQSGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACRENPYQGMVEY

>GCA_ 001065325
MLTGLNHLTLAVSNLDRSEFDFYRHLLGFIPHARWQGGAYLSLGPLWLCLSLDETRMQQORERDYTHYAFSVAPE
HIEQVSERLRQAGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACRKKPYQGMVEY
>GCA_000792095
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFTAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 000791825
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQNRSEGDSFYFLDSDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_000506285
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQCDGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLAHVGDLRSRLAACRQAPYAGMRFEAD
>GCA_001061875
MLTGLNHLTLAVADLPARTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQNRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_000369025
MKLSGLNHLTISVANVDRSESFYKDVLGFTPRAKWNKGAYLSLGELWLCLSLDEVSITSDYTHYCFSISEDHT
DAFRQKIKLLNIREWKNNQSEGESIYFLDPDGHKLEVHLGNLSSRLESCKKNPYEGMVEFDE
>GCA_000790655
MLTGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYMHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA 000790685
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHCAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA 000186665
MKLSGLNHLTISVANVDRSENFYKDILGFTPKAKWKKGAYLSLGELWLCLSLDEVSISSDYTHYCFSISEDNT
DEFRQKIKMMNIREWKNNQSEGESIYFLDPDGHKLEVHVGNLSTRLESCRKNPYEGMVEFDE

>GCA_ 001554585
MLTGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYAHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 001431165
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSQEPQYGGPAADYTHYAFGIAAAD
FARFAAHLRAHGVREWKQNRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 000481185
MLTGLNHLTLAVADMPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD
>GCA_000226155
MLTGLNHLTLAVAVLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA 000796505



MLTGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGRPAADYTHYAFGTARAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 001415145
MKLSGLNHLTISVENVDRSFSFYKDVLGFTPRAKWNKGAYLSLGELWLCLSLDEVRITSDYTHYCFSISEDDI
DEFRQKIKLLNIREWKNNQSEGESTYFLDPNGHKLE T HVGNLSTRLDSCKKNPYEGMVFFDE
>GCA_900083925
MLTGLNHLTLAVSDLDRSEFDEFYRHLLGFTPHARWQGGAYLSLGALWLCLSRDEARAQQSARDYTHYAFSVAPD
HIEQVSERLRQSGVKEWKSNRSEGESLYFLDPDGHQLE THAGDLASRLAACREKPYQGMVEY
>GCA_900144765
MLTGLNHLTLAVAELPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTYYAFGTIARAD
FARFAAHLRAHGVHEWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 001536365
MLTGLNHLTLAVSDLDRSEFDFYRHLLGFTPHARWQGGAYLSLGSLWLCLSLDERRTQQRERDYTHYAFSVAPE
HIEQASQRLRQAGVEEWKSNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 001066015
MLTGLNHLTLAVSDLDRSEFDFYRHLLGFTPHARWQGGAYLSLGSLWLCLSLDERRTQQHERDYTHYAFSIAPE
HIEQASQRLRQAGVEEWKSNRSEGESLYFLDPDGHQLETIHAGDLASRLAACREKPYQGMVEY

>GCA_ 000714515
MLTGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPGGPAADYTHAFGIAAADFAR
FAAQLRAHGVREWKQNRSEGDSFYFLDPDGHRLAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 001539985
MLTGLNHLTLAVSNLDRSFDFYRHLLGFIPHARWQGGAYLSLGPLWLCLSLDETRMQQOQRERDYTHYAFSVAPE
HIEQVSERLRQAGVEEWKNNRSEGESLYFLDPDGHQLEIHAGDLASRLAACREKPYQGMVEY

>GCA_ 000568235
MLTGENHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYDGPAEDYTHYAFGIAAAD
FARFAAHLRGHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQTPYAGMRFEFAD
>GCA_000399685
MKLSGLNHLTISVENVDRSEFSFYKDVLGFTPRAKWNKGAYLSLGELWLCLSLDEVSISSDYTHYCFSISEDDT
DEFROQKIKLMNIHEWKNNQSEGESIYFLDPDGHKLEVHVGTLSSRLQSCKKNPYEGMVFEEFDE
>GCA_000399705
MKLSGLNHLTISVENVDRSEFSFYKDVLGFSPRAKWNKGAYLSLGELWLCLSLDEVSISSDYTHYCFSISEDHT
DEFROQKIKLLNIREWKNNQSEGESIYFLDPDGHKLEVHVGTLSSRLKSCKKNPYEGMVEFEN

>GCA 900148255
MLTGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFEA
>GCA_000588275
MKLSGLNHLTISVENVDRSEFSFYKDVLGFTPRAKWNKGAYLSLGELWLCLSLDEVSISSDYTHYCFSISEDDT
DEFROKIKLLNIREWKNNQSEGESIYFLDPDGHKLEVHVGNLSSRLESCKKNLYEGMIFF
>GCA_900144795
MLTGLNHLTLAVAELPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTYYAFGIAAAD
FARFAAHLRAHGVHEWKQNRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRF
>GCA_000480725
MLTGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQNRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRF

>GCA_ 001867255
LTGLNHITIAANDISRSENFYVEILGFTPKARWATGAYLCLGDLWLCLSAEKVSSRGDYTHYAFSIQSEDEFDR
FANHLKSCGITEWKSNKSEGKSIYLLDPDGHKLETHDGDLVSRLNSCMKHPYEDMIFEN

>GCA_ 000191145
MKLSGLNHLTISVENVDRSEFSFYKDVLGFTPRAKWNKGAYLSLGELWLCLSLDEVRITSDYTHYCFSISEDDT
DEFROQKIKLLNIREWKNNQSEGESIYFLDPNGHKLEVHVGNLSTRLDSCKKNPYEGMV

>GCA_000831565
TTSVSNLOSSLTFWRDLLGLOLHAEWGTGAYLTCGDLWLCLSYDVSRSYVAPQKSDYTHYAFSTIAPEDFEPES
YKLKQSGVTVWKDNKSEGQSFYFLDPDGHKLELHVGDLASRLAQCRERPY SGMRF

>GCA_000633025



MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAACRE

>GCA_ 000791025
AYRTSPVGRLRLNVPRDASRLLLGPVLRRFTEAYPDLQLELSVEDRMVDIVADGYDAGIRYGGTVPQDMVAVP
LTGELRWVWKQNRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRE

>GCA_ 000412735
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQNRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQAP

>GCA_000372625
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSTS
EADFASFAARLEVAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLAAC

>GCA_ 900144895
MLTGLNHLTLAVAELPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTYYAFGIAAAD
FARFAAHLRAHGVHEWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQA

>GCA_ 900144845
MLTGLNHLTLAVAELPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTYYAFGIAAAD
FARFAAHLRAHGVHEWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAACRQ

>GCA_ 000498215
VSNLOSSLTFWRDLLGLQLHAEWGTGAYLTCGDLWLCLSYDVSRSYVAPQKSDYTHYAFSTIAPEDFEPESYKL
KOSGVTVWKDNKSEGOSFYFLDPDGHKLELHVGDLASRLAQCRERPYSGMRF

>GCA_ 001399815
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAVWKLNRSEGASHYFLDPDGHKLELHVGSLAQRLA

>GCA_ 001067795
LCMCLSRSRRVQPLARWSSITCONSSLRADSIAFFAGTRSRAIRLTYAFGIAAADFARFAAQLRAHGVREWKQ
NRSEGDSEFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRF

>GCA_ 000465635
MKLSGLNHLTISVANVDRSENFYKDVLGFTPKAKWKKGAYLSLGELWLCLSLDEVSISSDYTHYCLSISEDNT
DEFRQKIKMMNIPEWKTNQSEGESIYFLDPDGHKLEVHVGNLSSRLESCKK

>GCA_000572265
DLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAADFARFAAQLRAHGV
REWKQONRSEGDSEFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFEFAD

>GCA_000414255
MLTGLNHLTLAVADLPASTAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLEAHVGDLRSRLAA

>GCA_001641855
SLTFWRDLLGLQLHAEWGTGAYLTCGDLWLCLSYDVSRSYVAPQKSDYTHYAFSIAPEDFEPESYKLKQSGVT
VWKDNKSEGQSFYFLDPDGHKLELHVGDLASRLAQCRERPYSGMREFE

>GCA_000350325
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPOQRRVTPPEESDYTHYAFSIS
EADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLELHV

>GCA_ 001268725
FAGVAAHAEDTGAYLTCADLWICLSYDVSRNYVAPQESDYTHYAFSTIAAEDFEPFAYKLKQAGVTVWKDNKSE
GOSEFYFLDPDGHKLELHVDLASRLEQYREKPYSGMRF

>GCA_001975285
MLOSLNHLTLAVSNLQTSLTFWRDLLGLOQLHAEWDTGAYLTCGDLWVCLSYDVSRNYVAPQESDYTHYAFSIA
AEDFEPFSYKLKQSGVTVWKDNKSEGQSEFYEFVDPDGHKL

>GCA_000615565
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
FARFAAQLRAHGVREWKQONRSEGDSFYFLDPDGHRLE

>GCA_001247585
LTAEWDTGAYLTCGDLWVCLSYDVSCNYVAPQECDYTHYAFSIAPEDFEPFSYKLKQAGVTVWKDNKSEGQSFE
YFLDPDGHKLELHVGDLASRLAQCREKPYSGMRF

>GCA_001750425



LEARWDQGAYLELGSLWLCLSREPQYGGPAADY THYAFGTAAADFARFAAQLRAHGVREWKQNRSEGDSFYFL
DPDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 001605875
EARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAADFARFAAQLRAHGVREWKONRSEGDSFEFYFLD
PDGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 000603845
AEWDTGAYLTCGDLWVCLSYDVSCNYVAPQECDYTHYAFSTAPEDFEPFSYKLKQAGVTVWKDNKSEGQSFEYF
LDPDGHKLELHVGDLASRLAQCREKPYSGMRF

>GCA_001037435
WKHAGTRAPTSNWVHCGCACPGSRSTAGRPRTTYAFGTAAADFARFAAQLRAHGVREWKONRSEGDSFYFLDP
DGHRLEAHVGDLRSRLAACRQAPYAGMRFAD

>GCA_ 001045515
MLTGLNHLTLAVADLPASIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYSVHDQPLPLRH
AGTRSRRETRPASAVPYL

>GCA_ 001061585
GYTNFPDLICHSHPYQTENNTVQYAFGIAAADFARFAAQLRAHGVREWKQONRSEGDSEFYFLDPDGHRLEAHVG
DLRSRLAACRQAPYAGMRF

>GCA_000300735
LSYDVSRNYVATQEGDYTHYAFSTIAPEDFESEFSYKLKOAGVTVWKDNKSEGSEFYFLDPDGHMLELHVGDLASR
LVQCRERLYSGMRF

>GCA_000188335
LSYDVSRNYVAPQECDYTHYAFSTIAPEDFEPFSYKLKOAGVIVWKDNKSEGOSLYFLDPDGHKLELHVGDLAS
RLAQCREKPYSGMRF

>GCA_ 001777135
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAPALRL

>GCA_001766715
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAPALR

>GCA_900085705
MLSGLNHLTLAVSQLAPSVAFYQQLLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAARLE

>GCA_ 001901735
MLSGLNHLTLAVSQLAPSVAFYQOQLGMTLHARWDSGAYLSCGDLWLCLSLDPQRRVTPPEESDYTHYAFSIS
EADFASFAPALR

>GCA_ 001061895
MLTGLNHLTLAVADLPARTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHRRADNAIGV
I

>GCA_ 001893225
POESDYTHYAFSVAEEEFAGVVALLAQAGAEVWKDNRSEGASYYFLDPDGHKLELHVGNLAQRLAACRERPYK
GMVFEFFED

>GCA_000617365
AYQKSDYTHYAFSTIAPEDFEPFSYKLKQSGVTVWKDNKSEGQSFYFLDPDGHKLELHVGDLASRLAQCRERPY
SGMRF

>GCA_ 001863405
MKLSGLNHLTISVANVDRSENFYKDILGFTPKAKWKKGAYLSLGELWLCLSLDEVSVSSDYTHYCLSISEDDT
DEFRQ

>GCA_000962405
MLOSLNHLTLAVSNLQTSLTFWRDLLGLQLHAEWDTGAYLTCGDLWVCLSYDVSCNYVAPQECDYTHYAFSIA
PEDF

>GCA_000705235
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAAAD
F

>GCA_000283055



YTHYAFGIAAADFARFAAQLRAHGVREWKONRSEGDSEFYFLDPDGHRLEAHVGDLRSRLAACRQAPYAGMRFA
D

>GCA_ 001075925
SCGDLWLCLSLDPQRRVTPPEESDYTHYAFSISEADFASFAARLEAAGVAIWKLNRSEGASHYFLDPDGHKLE
L

>GCA_ 000473745
MLTGLNHLTLAVADLPASTIAFYRDLLGFRLEARWDQGAYLELGSLWLCLSREPQYGGPAADYTHYAFGIAA
>GCA_ 000173695
YCPYRHLSYCVSRNYVAPQESDYTHYAFSTIAAEDFEPFSYKLKQSGVTVWKDNKSEGQSFYFVDPDGHKL
>GCA_ 000747825
YCPYRHLLYYVSRNYVAPQESDYTHYAFSTIAAEDFEPFSYKLKQSGVTVWKDNKSEGQSFYFVDPDGHKL
>GCA_ 001058735
VGNKDWNVLTTIMDSDGQTSEFYFLDPDGHKLELHVGSLAARLAACREKPYAGMVETSDEA



