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Supplementary Table S1. A list of the primers used for amplifying PvAMA-1 fragments. The restriction sites for each one
are highlighted in bold.

Recombinant

Primers Used Sequence
fragments
PUAMAL Ectodo 1 5’-CGG GAT CCC CTACCG TTG AGA GAA GCA-3’
Ectodo 2 5°-ACG CGT CGA CTA GTA GCA TCT GCT TGT TCG-3’
Ectodo 1 5’-CGG GAT CCC CTACCG TTG AGA GAA GCA-3’
PvDI-II Heterologous ; ;
DI-DIIR Expression (E. coli) 5’-ACG CGT CGAC TTACTCCAGGTCTACTTCTTG-3
PVDILDIII DII-DHIF 5’-CGG GAT CCC GTA AAA ATT TAG GAA ACG CC-3°
Ectodo 2 5-ACG CGT CGA CTA GTA GCA TCT GCT TGT TCG-3’
PVAMAL AMA-1Cos-7F 5’-GAATTT AAA CCTACCG TTG AGA GAA GC-3°
AMA-1Cos-7R E . 5’-GAT GGG CCC TAG TAG CAT CTGCTT GTT CG-3’
BB AMA-1Cos-7F 07 colle | S-GAATTT AAA CCTA CCG TTG AGA GAA GC-3’
AMA-1Cos-7Ectol-1IR 5’-GCA GGG CCCCTCCAGGTCTACTTCTTG-3’
PVDII-DIII AMA-1Cos-7Ectoll-IlIF 5’-AGC CAG CTG GTG CGT AAT GAT TGG GAT AAA-3’

AMA-1cos-7R

5’-GAT GGG CCC TAG TAG CAT CTG CTT GTT CG-3’
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Figure S1. Flow chart used for selecting the study population by flow cytometry. Gating

the general population regarding acquired events (P1, P2) for selecting RBC. Data was

analyzed regarding CD45 labeling compared to CD71. Recombinant binding was compared

to that of PE conjugated anti-histidine antibody binding to CD71"CD45 (reticulocytes) or

CD71°CD45" cells (normocytes and older reticulocytes).
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Figure S2. Flow cytometry CD71-CD45 cell binding experiments. Binding to normocytes
was determined by gating the CD71-CD45- population. CD71+CD45- cell binding

percentages for each protein are shown on the X axis.
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Figure S3. Aligning PvAMA-1 domain I and domain Il amino acids. The Sal-1 strain (PVX_092275) was taken as reference. Black highlights residues
which were conserved in all the strains’ and clinical isolates’ sequences. The position and sequence of each synthetic peptide evaluated in inhibition and

specific binding assays are shown. The yellow boxes show the variable peptides and the green ones the conserved peptides.
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Figure S4. Rosette formation inhibition assay with peptide 21268. The values shown are
the average relative percentages for PvAMA-DI-II binding to UCB RBC in the absence

(100%) or presence of peptide 21268. Standard deviations were below 5%.
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