Figure S4. Use of C6AIR for background selection during TR22183-Pup1 NIL development
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Graphical genotypes of selected BC2F1 of TR22183xIR74-Pupl using 2055 polymorphic SNP markers. All selected plants were subjected
to foreground genotyping using Pupl major markers. Red color (A) indicates TR22183 segments, blue color (B) indicates donor

introgression while light blue color (H) indicates heterozygosity.

Graphlcal genotypes of the top 3 best BC2F1 plants in terms
of percent recipient segment recovered.
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Genotypic summary statistics of the selected BC2F1.



