
Supplementary Information 5. Summary of class II prediction related to the immunizing peptides for Patients 1-6

Patient 

ID
Gene

Protein 

change

Immunizing 

peptide ID
Immunizing peptide

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 ACPP p.E34K 1-IMP04 DRSVLAKKLKFVTLVFRHGDRSPID

1 PRTG p.F1055L 1-IMP03 NNSKKKWFLFQDSKKIQVEQPQ

1 PRTG p.F1055L 1-IMP03 NNSKKKWFLFQDSKKIQVEQPQ

1 PRTG p.F1055L 1-IMP03 NNSKKKWFLFQDSKKIQVEQPQ

1 PRTG p.F1055L 1-IMP03 NNSKKKWFLFQDSKKIQVEQPQ

1 PRTG p.F1055L 1-IMP03 NNSKKKWFLFQDSKKIQVEQPQ

1 PRTG p.F1055L 1-IMP03 NNSKKKWFLFQDSKKIQVEQPQ

1 PRTG p.F1055L 1-IMP03 NNSKKKWFLFQDSKKIQVEQPQ

1 PRTG p.F1055L 1-IMP03 NNSKKKWFLFQDSKKIQVEQPQ

1 PRTG p.F1055L 1-IMP03 NNSKKKWFLFQDSKKIQVEQPQ

1 PRTG p.F1055L 1-IMP03 NNSKKKWFLFQDSKKIQVEQPQ

1 PRTG p.F1055L 1-IMP03 NNSKKKWFLFQDSKKIQVEQPQ

1 PRTG p.F1055L 1-IMP03 NNSKKKWFLFQDSKKIQVEQPQ

1 ZBED4 p.S218F 1-IMP02 SPIKLVQKVASKIPFPDRITEESV

1 ZBED4 p.S218F 1-IMP02 SPIKLVQKVASKIPFPDRITEESV

1 ZBED4 p.S218F 1-IMP02 SPIKLVQKVASKIPFPDRITEESV

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF



1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 DCAKD p.S199F 1-IMP07 TKRQVILLHTELERFLEYLPLRF

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 NLRC4 p.D368E 1-IMP06 SHTQTTLFHTFYELLIQKNKHK

1 ADARB1 p.D340N 1-IMP11 RLVLGKFGDLTNNFSSPHAR

1 ADARB1 p.D340N 1-IMP11 RLVLGKFGDLTNNFSSPHAR

1 ADARB1 p.D340N 1-IMP11 RLVLGKFGDLTNNFSSPHAR

1 ADARB1 p.D340N 1-IMP11 RLVLGKFGDLTNNFSSPHAR

1 ADARB1 p.D340N 1-IMP11 RLVLGKFGDLTNNFSSPHAR

1 ADARB1 p.D340N 1-IMP11 RLVLGKFGDLTNNFSSPHAR

1 ADARB1 p.D340N 1-IMP11 RLVLGKFGDLTNNFSSPHAR

1 ADARB1 p.D340N 1-IMP11 RLVLGKFGDLTNNFSSPHAR

1 ADARB1 p.D340N 1-IMP11 RLVLGKFGDLTNNFSSPHAR

1 ADARB1 p.D340N 1-IMP11 RLVLGKFGDLTNNFSSPHAR

1 ADARB1 p.D340N 1-IMP11 RLVLGKFGDLTNNFSSPHAR

1 ADARB1 p.D340N 1-IMP11 RLVLGKFGDLTNNFSSPHAR

1 CASP5 NeoORF 1-IMP26 LSPREEFLRLCKKIMMRSIQ

1 CASP5 NeoORF 1-IMP26 LSPREEFLRLCKKIMMRSIQ

1 CASP5 NeoORF 1-IMP26 LSPREEFLRLCKKIMMRSIQ

1 CASP5 NeoORF 1-IMP26 LSPREEFLRLCKKIMMRSIQ

1 CASP5 NeoORF 1-IMP26 LSPREEFLRLCKKIMMRSIQ

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT



1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 PRRC2C p.S2300P 1-IMP18 PSTANYNSFSSAPMPQIPVASVTPT

1 CASP5 NeoORF 1-IMP17 LCPREEFLRLCKKIMMRSIQ

1 CASP5 NeoORF 1-IMP17 LCPREEFLRLCKKIMMRSIQ

1 CASP5 NeoORF 1-IMP17 LCPREEFLRLCKKIMMRSIQ

1 CASP5 NeoORF 1-IMP17 LCPREEFLRLCKKIMMRSIQ

1 CASP5 NeoORF 1-IMP17 LCPREEFLRLCKKIMMRSIQ

1 LUM p.G248E 1-IMP10 SHNELADSGIPENSFNVSSLVE

1 RUSC2 p.S569F 1-IMP19 SGSPPLRVSVGDFSQEFSPIQEAQQD

1 RUSC2 p.S569F 1-IMP19 SGSPPLRVSVGDFSQEFSPIQEAQQD

1 RUSC2 p.S569F 1-IMP19 SGSPPLRVSVGDFSQEFSPIQEAQQD

1 RUSC2 p.S569F 1-IMP19 SGSPPLRVSVGDFSQEFSPIQEAQQD

1 RUSC2 p.S569F 1-IMP19 SGSPPLRVSVGDFSQEFSPIQEAQQD

1 RUSC2 p.S569F 1-IMP19 SGSPPLRVSVGDFSQEFSPIQEAQQD

1 RUSC2 p.S569F 1-IMP19 SGSPPLRVSVGDFSQEFSPIQEAQQD

1 RUSC2 p.S569F 1-IMP19 SGSPPLRVSVGDFSQEFSPIQEAQQD

1 RUSC2 p.S569F 1-IMP19 SGSPPLRVSVGDFSQEFSPIQEAQQD

1 RUSC2 p.S569F 1-IMP19 SGSPPLRVSVGDFSQEFSPIQEAQQD

1 RUSC2 p.S569F 1-IMP19 SGSPPLRVSVGDFSQEFSPIQEAQQD

2 ADM2 NeoORF 2-IMP02 RPAGRTQLLWTPAAPTAMAEVGPGHTP

2 ADM2 NeoORF 2-IMP02 RPAGRTQLLWTPAAPTAMAEVGPGHTP

2 ADM2 NeoORF 2-IMP02 RPAGRTQLLWTPAAPTAMAEVGPGHTP

2 ADM2 NeoORF 2-IMP02 RPAGRTQLLWTPAAPTAMAEVGPGHTP

2 ADM2 NeoORF 2-IMP02 RPAGRTQLLWTPAAPTAMAEVGPGHTP

2 ADM2 NeoORF 2-IMP02 RPAGRTQLLWTPAAPTAMAEVGPGHTP

2 ADM2 NeoORF 2-IMP02 RPAGRTQLLWTPAAPTAMAEVGPGHTP

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR

2 CDK13 p.G857R 2-IMP09 RGQIKLADFRLARLYSSEESR



2 ADM2 NeoORF 2-IMP24 DEQGREAELARSGPSAAGPVRLKPGLVPGL

2 ADM2 NeoORF 2-IMP24 DEQGREAELARSGPSAAGPVRLKPGLVPGL

2 ADM2 NeoORF 2-IMP24 DEQGREAELARSGPSAAGPVRLKPGLVPGL

2 CCDC80 NeoORF 2-IMP04 AAVRPEQRPAARGSRV

2 CCDC80 NeoORF 2-IMP04 AAVRPEQRPAARGSRV

2 DDX3X p.E388K 2-IMP19 TFPKKIQMLARDFLDEY

2 DDX3X p.E388K 2-IMP19 TFPKKIQMLARDFLDEY

2 DDX3X p.E388K 2-IMP19 TFPKKIQMLARDFLDEY

2 DDX3X p.E388K 2-IMP19 TFPKKIQMLARDFLDEY

2 PCDH1 p.S569F 2-IMP16 PETGEIQVKTFLDREQRESYELKV

2 PCDH1 p.S569F 2-IMP16 PETGEIQVKTFLDREQRESYELKV

2 PCDH1 p.S569F 2-IMP16 PETGEIQVKTFLDREQRESYELKV

2 PCDH1 p.S569F 2-IMP16 PETGEIQVKTFLDREQRESYELKV

2 PCDH1 p.S569F 2-IMP16 PETGEIQVKTFLDREQRESYELKV

2 PCDH1 p.S569F 2-IMP16 PETGEIQVKTFLDREQRESYELKV

2 C14orf101 p.A59D 2-IMP06 PGGDSGELITDAHELGVAHPPGY

2 JPH1 p.T59I 2-IMP20 EVVGGYTWPSGNIYQGYWAQGKR

2 JPH1 p.T59I 2-IMP20 EVVGGYTWPSGNIYQGYWAQGKR

2 RIF1 NeoORF 2-IMP28 TIKNSDKNVVLEHFG

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 TLR3 p.R489K 3-IMP19 TRNSFALVPSLQRLMLRKVALKNVDSSPS

3 FAM190A p.V195A 3-IMP18 SSHYKFSKPALQSQSISLVQQS

3 FAM190A p.V195A 3-IMP18 SSHYKFSKPALQSQSISLVQQS

3 FAM190A p.V195A 3-IMP18 SSHYKFSKPALQSQSISLVQQS

3 FAM190A p.V195A 3-IMP18 SSHYKFSKPALQSQSISLVQQS

3 FAM190A p.V195A 3-IMP18 SSHYKFSKPALQSQSISLVQQS

3 FAM190A p.V195A 3-IMP18 SSHYKFSKPALQSQSISLVQQS

3 FAM190A p.V195A 3-IMP18 SSHYKFSKPALQSQSISLVQQS

3 FAM190A p.V195A 3-IMP18 SSHYKFSKPALQSQSISLVQQS



3 FAM190A p.V195A 3-IMP18 SSHYKFSKPALQSQSISLVQQS

3 FAM190A p.V195A 3-IMP18 SSHYKFSKPALQSQSISLVQQS

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 GTF3C2 p.D811N 3-IMP25 TETVNHHYLLFQNTDLGSFHDLLR

3 KCNC3 p.P715L 3-IMP06 DRASFLLTDYALSPDGSIRKATG

3 KCNC3 p.P715L 3-IMP06 DRASFLLTDYALSPDGSIRKATG

3 KCNC3 p.P715L 3-IMP06 DRASFLLTDYALSPDGSIRKATG

3 KCNC3 p.P715L 3-IMP06 DRASFLLTDYALSPDGSIRKATG

3 KCNC3 p.P715L 3-IMP06 DRASFLLTDYALSPDGSIRKATG

3 KCNC3 p.P715L 3-IMP06 DRASFLLTDYALSPDGSIRKATG

3 KCNC3 p.P715L 3-IMP06 DRASFLLTDYALSPDGSIRKATG

3 CASP1 p.P172S 3-IMP27 ERFWRNILLLSLHKGSLYPRIPGLGKE

3 CASP1 p.P172S 3-IMP27 ERFWRNILLLSLHKGSLYPRIPGLGKE

3 CASP1 p.P172S 3-IMP27 ERFWRNILLLSLHKGSLYPRIPGLGKE

3 CASP1 p.P172S 3-IMP27 ERFWRNILLLSLHKGSLYPRIPGLGKE

3 CASP1 p.P172S 3-IMP27 ERFWRNILLLSLHKGSLYPRIPGLGKE

3 CASP1 p.P172S 3-IMP27 ERFWRNILLLSLHKGSLYPRIPGLGKE

3 CASP1 p.P172S 3-IMP27 ERFWRNILLLSLHKGSLYPRIPGLGKE

3 CASP1 p.P172S 3-IMP27 ERFWRNILLLSLHKGSLYPRIPGLGKE

3 CIT p.P2056L 3-IMP04 RGRLPAGAVRTLLSQVNKVWDQSS

3 VPS16 p.S404F 3-IMP17 GHEHQPDMQKSLLRAAFFGKCFLDR

3 VPS16 p.S404F 3-IMP17 GHEHQPDMQKSLLRAAFFGKCFLDR

3 VPS16 p.S404F 3-IMP17 GHEHQPDMQKSLLRAAFFGKCFLDR

3 VPS16 p.S404F 3-IMP17 GHEHQPDMQKSLLRAAFFGKCFLDR

3 VPS16 p.S404F 3-IMP17 GHEHQPDMQKSLLRAAFFGKCFLDR

3 VPS16 p.S404F 3-IMP17 GHEHQPDMQKSLLRAAFFGKCFLDR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR



3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 ADAMTS7 p.T96I 3-IMP30 ELQYRGRELRFNLIANQHLLAPGFVSETR

3 CRY1 p.S71F 3-IMP26 EDLDANLRKLNFRLFVIRGQPAD

3 CRY1 p.S71F 3-IMP26 EDLDANLRKLNFRLFVIRGQPAD

3 CRY1 p.S71F 3-IMP26 EDLDANLRKLNFRLFVIRGQPAD

3 CRY1 p.S71F 3-IMP26 EDLDANLRKLNFRLFVIRGQPAD

3 CRY1 p.S71F 3-IMP26 EDLDANLRKLNFRLFVIRGQPAD

3 CRY1 p.S71F 3-IMP26 EDLDANLRKLNFRLFVIRGQPAD

3 CRY1 p.S71F 3-IMP26 EDLDANLRKLNFRLFVIRGQPAD

3 CRY1 p.S71F 3-IMP26 EDLDANLRKLNFRLFVIRGQPAD

3 CRY1 p.S71F 3-IMP26 EDLDANLRKLNFRLFVIRGQPAD

3 CRY1 p.S71F 3-IMP26 EDLDANLRKLNFRLFVIRGQPAD

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 ARHGAP29 p.G670E 4-IMP13 GHQKLPGKIHLFEAEFTQVAKKEPDG

4 MKNK1 p.P265S 4-IMP15 TTPSGSAEYMASEVVEVFTDQAT

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD



4 MTERFD2 p.F263Y 4-IMP18 SVLREDLGQLEYKYQYAYFRMGIKHPD

4 MGA p.N2653D 4-IMP17 PENDDLFMMPRIVDVTSLATEGG

4 MGA p.N2653D 4-IMP17 PENDDLFMMPRIVDVTSLATEGG

4 MGA p.N2653D 4-IMP17 PENDDLFMMPRIVDVTSLATEGG

4 MGA p.N2653D 4-IMP17 PENDDLFMMPRIVDVTSLATEGG

4 MGA p.N2653D 4-IMP17 PENDDLFMMPRIVDVTSLATEGG

4 MGA p.N2653D 4-IMP17 PENDDLFMMPRIVDVTSLATEGG

4 MGA p.N2653D 4-IMP17 PENDDLFMMPRIVDVTSLATEGG

4 MGA p.N2653D 4-IMP17 PENDDLFMMPRIVDVTSLATEGG

4 MGA p.N2653D 4-IMP17 PENDDLFMMPRIVDVTSLATEGG

4 SSB p.K134E 4-IMP09 TLDDIKEWLEDEGQVLNIQMRRTLHK

4 SSB p.K134E 4-IMP09 TLDDIKEWLEDEGQVLNIQMRRTLHK

4 SSB p.K134E 4-IMP09 TLDDIKEWLEDEGQVLNIQMRRTLHK

4 SSB p.K134E 4-IMP09 TLDDIKEWLEDEGQVLNIQMRRTLHK

4 SSB p.K134E 4-IMP09 TLDDIKEWLEDEGQVLNIQMRRTLHK

4 PATL1 p.F288Y 4-IMP30 GRMSPSQFARVPGYVGSPLAAMNPK

4 PATL1 p.F288Y 4-IMP30 GRMSPSQFARVPGYVGSPLAAMNPK

4 PATL1 p.F288Y 4-IMP30 GRMSPSQFARVPGYVGSPLAAMNPK

4 PATL1 p.F288Y 4-IMP30 GRMSPSQFARVPGYVGSPLAAMNPK

4 SMCHD1 p.G425E 4-IMP07 KAHVEGDGVVEEIIRYHPFLYDRET

4 SMCHD1 p.G425E 4-IMP07 KAHVEGDGVVEEIIRYHPFLYDRET

4 SMCHD1 p.G425E 4-IMP07 KAHVEGDGVVEEIIRYHPFLYDRET

4 SMCHD1 p.G425E 4-IMP07 KAHVEGDGVVEEIIRYHPFLYDRET

4 SMCHD1 p.G425E 4-IMP07 KAHVEGDGVVEEIIRYHPFLYDRET

4 SMCHD1 p.G425E 4-IMP07 KAHVEGDGVVEEIIRYHPFLYDRET

4 SMCHD1 p.G425E 4-IMP07 KAHVEGDGVVEEIIRYHPFLYDRET

4 SMCHD1 p.G425E 4-IMP07 KAHVEGDGVVEEIIRYHPFLYDRET

4 SMCHD1 p.G425E 4-IMP07 KAHVEGDGVVEEIIRYHPFLYDRET

4 SMCHD1 p.G425E 4-IMP07 KAHVEGDGVVEEIIRYHPFLYDRET

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 TNR p.R1007W 4-IMP21 DGVSEEFWLVDLLPSTHYT

4 ATF7IP p.P1205L 4-IMP10 DSYHLYAYHEELSATVPSQWKKIG

4 ATF7IP p.P1205L 4-IMP10 DSYHLYAYHEELSATVPSQWKKIG

4 ATF7IP p.P1205L 4-IMP10 DSYHLYAYHEELSATVPSQWKKIG



4 ATF7IP p.P1205L 4-IMP10 DSYHLYAYHEELSATVPSQWKKIG

4 ATF7IP p.P1205L 4-IMP10 DSYHLYAYHEELSATVPSQWKKIG

4 ATF7IP p.P1205L 4-IMP10 DSYHLYAYHEELSATVPSQWKKIG

4 ATF7IP p.P1205L 4-IMP10 DSYHLYAYHEELSATVPSQWKKIG

4 IDH2 p.R188W 4-IMP14 GDQYKATDFVADWAGTFKMVFTPKDGSG

4 IDH2 p.R188W 4-IMP14 GDQYKATDFVADWAGTFKMVFTPKDGSG

4 IDH2 p.R188W 4-IMP14 GDQYKATDFVADWAGTFKMVFTPKDGSG

4 IDH2 p.R188W 4-IMP14 GDQYKATDFVADWAGTFKMVFTPKDGSG

4 IDH2 p.R188W 4-IMP14 GDQYKATDFVADWAGTFKMVFTPKDGSG

4 IDH2 p.R188W 4-IMP14 GDQYKATDFVADWAGTFKMVFTPKDGSG

4 IDH2 p.R188W 4-IMP14 GDQYKATDFVADWAGTFKMVFTPKDGSG

4 IDH2 p.R188W 4-IMP14 GDQYKATDFVADWAGTFKMVFTPKDGSG

4 IDH2 p.R188W 4-IMP14 GDQYKATDFVADWAGTFKMVFTPKDGSG

4 MMP17 p.G511E 4-IMP23 EYWKVLDGELEVAPEYPQSTARDWL

4 MMP17 p.G511E 4-IMP23 EYWKVLDGELEVAPEYPQSTARDWL

4 MMP17 p.G511E 4-IMP23 EYWKVLDGELEVAPEYPQSTARDWL

4 RNF40 p.P584L 4-IMP12 TTTSVKKEELVLSEEDFQGITPGAQ

4 RNF40 p.P584L 4-IMP12 TTTSVKKEELVLSEEDFQGITPGAQ

4 RNF40 p.P584L 4-IMP12 TTTSVKKEELVLSEEDFQGITPGAQ

4 RNF40 p.P584L 4-IMP12 TTTSVKKEELVLSEEDFQGITPGAQ

4 RNF40 p.P584L 4-IMP12 TTTSVKKEELVLSEEDFQGITPGAQ

4 RNF40 p.P584L 4-IMP12 TTTSVKKEELVLSEEDFQGITPGAQ

4 RNF40 p.P584L 4-IMP12 TTTSVKKEELVLSEEDFQGITPGAQ

4 RNF40 p.P584L 4-IMP12 TTTSVKKEELVLSEEDFQGITPGAQ

4 RNF40 p.P584L 4-IMP12 TTTSVKKEELVLSEEDFQGITPGAQ

4 RNF40 p.P584L 4-IMP12 TTTSVKKEELVLSEEDFQGITPGAQ

4 RNF40 p.P584L 4-IMP12 TTTSVKKEELVLSEEDFQGITPGAQ

4 RNF40 p.P584L 4-IMP12 TTTSVKKEELVLSEEDFQGITPGAQ

4 RPTOR p.S755F 4-IMP08 SLTEESGGAVAFFPGNLSTSSSA

5 FAM200A p.S116F 5-IMP05 KLRTIPLSDNTIFRRICTIAKHLE

5 FAM200A p.S116F 5-IMP05 KLRTIPLSDNTIFRRICTIAKHLE

5 FAM200A p.S116F 5-IMP05 KLRTIPLSDNTIFRRICTIAKHLE

5 FAM200A p.S116F 5-IMP05 KLRTIPLSDNTIFRRICTIAKHLE

5 MUC5B NeoORF 5-IMP01 SHHTHSYQRYSHPLFLPGHRLDPPI

5 MUC5B NeoORF 5-IMP01 SHHTHSYQRYSHPLFLPGHRLDPPI

5 MUC5B NeoORF 5-IMP01 SHHTHSYQRYSHPLFLPGHRLDPPI

5 MUC5B NeoORF 5-IMP01 SHHTHSYQRYSHPLFLPGHRLDPPI

5 MUC5B NeoORF 5-IMP01 SHHTHSYQRYSHPLFLPGHRLDPPI

5 MUC5B NeoORF 5-IMP01 SHHTHSYQRYSHPLFLPGHRLDPPI

5 MUC5B NeoORF 5-IMP01 SHHTHSYQRYSHPLFLPGHRLDPPI

5 MUC5B NeoORF 5-IMP01 SHHTHSYQRYSHPLFLPGHRLDPPI

5 MUC5B NeoORF 5-IMP01 SHHTHSYQRYSHPLFLPGHRLDPPI

5 MUC5B NeoORF 5-IMP01 SHHTHSYQRYSHPLFLPGHRLDPPI

5 PSMB7 p.P158L 5-IMP17 DVTGPHLYSIYLHGSTDKLPYVTMGS

5 PSMB7 p.P158L 5-IMP17 DVTGPHLYSIYLHGSTDKLPYVTMGS

5 PSMB7 p.P158L 5-IMP17 DVTGPHLYSIYLHGSTDKLPYVTMGS

5 PSMB7 p.P158L 5-IMP17 DVTGPHLYSIYLHGSTDKLPYVTMGS



5 PSMB7 p.P158L 5-IMP17 DVTGPHLYSIYLHGSTDKLPYVTMGS

5 PSMB7 p.P158L 5-IMP17 DVTGPHLYSIYLHGSTDKLPYVTMGS

5 PSMB7 p.P158L 5-IMP17 DVTGPHLYSIYLHGSTDKLPYVTMGS

5 TBX4 p.S271F 5-IMP16 ARLQSKEYPVIFKSIMRQRLISPQL

5 TBX4 p.S271F 5-IMP16 ARLQSKEYPVIFKSIMRQRLISPQL

5 TBX4 p.S271F 5-IMP16 ARLQSKEYPVIFKSIMRQRLISPQL

5 TBX4 p.S271F 5-IMP16 ARLQSKEYPVIFKSIMRQRLISPQL

5 TBX4 p.S271F 5-IMP16 ARLQSKEYPVIFKSIMRQRLISPQL

5 TBX4 p.S271F 5-IMP16 ARLQSKEYPVIFKSIMRQRLISPQL

5 TBX4 p.S271F 5-IMP16 ARLQSKEYPVIFKSIMRQRLISPQL

5 TBX4 p.S271F 5-IMP16 ARLQSKEYPVIFKSIMRQRLISPQL

5 TBX4 p.S271F 5-IMP16 ARLQSKEYPVIFKSIMRQRLISPQL

5 TBX4 p.S271F 5-IMP16 ARLQSKEYPVIFKSIMRQRLISPQL

5 CASC1 p.H265Y 5-IMP28 LHTHYDYVSALHPVSTPSKEYTSA

5 CASC1 p.H265Y 5-IMP28 LHTHYDYVSALHPVSTPSKEYTSA

5 CASC1 p.H265Y 5-IMP28 LHTHYDYVSALHPVSTPSKEYTSA

5 CASC1 p.H265Y 5-IMP28 LHTHYDYVSALHPVSTPSKEYTSA

5 CASC1 p.H265Y 5-IMP28 LHTHYDYVSALHPVSTPSKEYTSA

5 CASC1 p.H265Y 5-IMP28 LHTHYDYVSALHPVSTPSKEYTSA

5 CASC1 p.H265Y 5-IMP28 LHTHYDYVSALHPVSTPSKEYTSA

5 CASC1 p.H265Y 5-IMP28 LHTHYDYVSALHPVSTPSKEYTSA

5 CASC1 p.H265Y 5-IMP28 LHTHYDYVSALHPVSTPSKEYTSA

5 CASC1 p.H265Y 5-IMP28 LHTHYDYVSALHPVSTPSKEYTSA

5 CASC1 p.H265Y 5-IMP28 LHTHYDYVSALHPVSTPSKEYTSA

5 FIGN p.R520Q 5-IMP25 SDAFSGLTALPQSILLFGP

5 FIGN p.R520Q 5-IMP25 SDAFSGLTALPQSILLFGP

5 FIGN p.R520Q 5-IMP25 SDAFSGLTALPQSILLFGP

5 FIGN p.R520Q 5-IMP25 SDAFSGLTALPQSILLFGP

5 FIGN p.R520Q 5-IMP25 SDAFSGLTALPQSILLFGP

5 FIGN p.R520Q 5-IMP25 SDAFSGLTALPQSILLFGP

5 FIGN p.R520Q 5-IMP25 SDAFSGLTALPQSILLFGP

5 FIGN p.R520Q 5-IMP25 SDAFSGLTALPQSILLFGP

5 MUC5B NeoORF 5-IMP02 SHQIHSYQLYTHPLLHPWDHRD

5 MUC5B NeoORF 5-IMP02 SHQIHSYQLYTHPLLHPWDHRD

5 MUC5B NeoORF 5-IMP02 SHQIHSYQLYTHPLLHPWDHRD

5 MUC5B NeoORF 5-IMP02 SHQIHSYQLYTHPLLHPWDHRD

5 MUC5B NeoORF 5-IMP02 SHQIHSYQLYTHPLLHPWDHRD

5 MUC5B NeoORF 5-IMP02 SHQIHSYQLYTHPLLHPWDHRD

5 MUC5B NeoORF 5-IMP02 SHQIHSYQLYTHPLLHPWDHRD

5 MUC5B NeoORF 5-IMP02 SHQIHSYQLYTHPLLHPWDHRD

5 MUC5B NeoORF 5-IMP02 SHQIHSYQLYTHPLLHPWDHRD

5 MUC5B NeoORF 5-IMP02 SHQIHSYQLYTHPLLHPWDHRD

5 MUC5B NeoORF 5-IMP02 SHQIHSYQLYTHPLLHPWDHRD

5 CLEC2B p.E77K 5-IMP26 STQHADLTIIDNIKEMNFLRRYK

5 CLEC2B p.E77K 5-IMP26 STQHADLTIIDNIKEMNFLRRYK

5 CLEC2B p.E77K 5-IMP26 STQHADLTIIDNIKEMNFLRRYK

5 CLEC2B p.E77K 5-IMP26 STQHADLTIIDNIKEMNFLRRYK



5 CLEC2B p.E77K 5-IMP26 STQHADLTIIDNIKEMNFLRRYK

5 CLEC2B p.E77K 5-IMP26 STQHADLTIIDNIKEMNFLRRYK

5 CLEC2B p.E77K 5-IMP26 STQHADLTIIDNIKEMNFLRRYK

5 ZFYVE26 p.S544F 5-IMP07 ASATEPANDSLFSPGAANLFSTYLAR

5 ZFYVE26 p.S544F 5-IMP07 ASATEPANDSLFSPGAANLFSTYLAR

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 ZNF281 p.G119E 5-IMP12 AASAAAFPSQRTSWEFLQSLVSIKQEK

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MED24 p.V981M 5-IMP13 GSVLQFMPFTTVSELMKVSAMSSPKV

5 MUC5B NeoORF 5-IMP03 DKGHQFHVHPLLHSGDDLDP

5 MUC5B NeoORF 5-IMP03 DKGHQFHVHPLLHSGDDLDP

5 MUC5B NeoORF 5-IMP03 DKGHQFHVHPLLHSGDDLDP

5 MUC5B NeoORF 5-IMP03 DKGHQFHVHPLLHSGDDLDP

5 MUC5B NeoORF 5-IMP03 DKGHQFHVHPLLHSGDDLDP

5 MUC5B NeoORF 5-IMP03 DKGHQFHVHPLLHSGDDLDP

5 PDIA6 p.P290S 5-IMP14 NQVLASRYGIRGFSTIKIFQKGESPV

5 PDIA6 p.P290S 5-IMP14 NQVLASRYGIRGFSTIKIFQKGESPV



5 PDIA6 p.P290S 5-IMP14 NQVLASRYGIRGFSTIKIFQKGESPV

5 PDIA6 p.P290S 5-IMP14 NQVLASRYGIRGFSTIKIFQKGESPV

5 PDIA6 p.P290S 5-IMP14 NQVLASRYGIRGFSTIKIFQKGESPV

5 PDIA6 p.P290S 5-IMP14 NQVLASRYGIRGFSTIKIFQKGESPV

5 PDIA6 p.P290S 5-IMP14 NQVLASRYGIRGFSTIKIFQKGESPV

5 PDIA6 p.P290S 5-IMP14 NQVLASRYGIRGFSTIKIFQKGESPV

5 PDIA6 p.P290S 5-IMP14 NQVLASRYGIRGFSTIKIFQKGESPV

5 PIK3R2 p.E5K 5-IMP24 MAGPKGFQYRALYPFRRER

5 PIK3R2 p.E5K 5-IMP24 MAGPKGFQYRALYPFRRER

5 PIK3R2 p.E5K 5-IMP24 MAGPKGFQYRALYPFRRER

5 PIK3R2 p.E5K 5-IMP24 MAGPKGFQYRALYPFRRER

5 PIK3R2 p.E5K 5-IMP24 MAGPKGFQYRALYPFRRER

5 PIK3R2 p.E5K 5-IMP24 MAGPKGFQYRALYPFRRER

5 PIK3R2 p.E5K 5-IMP24 MAGPKGFQYRALYPFRRER

6 FAM50B p.E78K 6-IMP18 VTLNDMKARQKALVRERERQLA

6 FAM50B p.E78K 6-IMP18 VTLNDMKARQKALVRERERQLA

6 MLL p.P3239L 6-IMP06 SRLQTRKNKKLALSSTPSNIAPSD

6 MLL p.P3239L 6-IMP06 SRLQTRKNKKLALSSTPSNIAPSD

6 MLL p.P3239L 6-IMP06 SRLQTRKNKKLALSSTPSNIAPSD

6 MLL p.P3239L 6-IMP06 SRLQTRKNKKLALSSTPSNIAPSD

6 MLL p.P3239L 6-IMP06 SRLQTRKNKKLALSSTPSNIAPSD

6 MLL p.P3239L 6-IMP06 SRLQTRKNKKLALSSTPSNIAPSD

6 RALGAPB NeoORF 6-IMP02 LNTGLFRIKFKEPLENLI

6 RALGAPB NeoORF 6-IMP02 LNTGLFRIKFKEPLENLI

6 RALGAPB NeoORF 6-IMP02 LNTGLFRIKFKEPLENLI

6 RALGAPB NeoORF 6-IMP02 LNTGLFRIKFKEPLENLI

6 SMC4 p.L1262F 6-IMP17 SLRNNMFEISDRFIGIYKTYNITK

6 SMC4 p.L1262F 6-IMP17 SLRNNMFEISDRFIGIYKTYNITK

6 SMC4 p.L1262F 6-IMP17 SLRNNMFEISDRFIGIYKTYNITK

6 SMC4 p.L1262F 6-IMP17 SLRNNMFEISDRFIGIYKTYNITK

6 SMC4 p.L1262F 6-IMP17 SLRNNMFEISDRFIGIYKTYNITK

6 SMC4 p.L1262F 6-IMP17 SLRNNMFEISDRFIGIYKTYNITK

6 DNMT3A p.E865K 6-IMP07 WCTEMKRVFGFPVHYTDVSNMS

6 PDE1C p.L121F 6-IMP19 VKQLERGEASVVDFKKNLEYAAT

6 PDE1C p.L121F 6-IMP19 VKQLERGEASVVDFKKNLEYAAT

6 PDE1C p.L121F 6-IMP19 VKQLERGEASVVDFKKNLEYAAT

6 TEX2 p.P207L 6-IMP25 STEVEPKESPHLARHRHLMKTLVKSLST

6 TEX2 p.P207L 6-IMP25 STEVEPKESPHLARHRHLMKTLVKSLST

6 TSHR p.G464R 6-IMP12 LMSNLAFADFCMRMYL

6 TSHR p.G464R 6-IMP12 LMSNLAFADFCMRMYL

6 KRIT1 p.R600C 6-IMP21 TKLKSKAPHWTNCILHEYKNLSTS

6 KRIT1 p.R600C 6-IMP21 TKLKSKAPHWTNCILHEYKNLSTS

6 KRIT1 p.R600C 6-IMP21 TKLKSKAPHWTNCILHEYKNLSTS

6 MGAT4B p.P458L 6-IMP16 PAAGDFIRFRFFQLLRLERFF

6 MGAT4B p.P458L 6-IMP16 PAAGDFIRFRFFQLLRLERFF

6 MGAT4B p.P458L 6-IMP16 PAAGDFIRFRFFQLLRLERFF

6 MGAT4B p.P458L 6-IMP16 PAAGDFIRFRFFQLLRLERFF



6 MGAT4B p.P458L 6-IMP16 PAAGDFIRFRFFQLLRLERFF

6 SETBP1 p.P1084S 6-IMP13 YLSHTLGAASSFMRPTVPPPQF

6 SETBP1 p.P1084S 6-IMP13 YLSHTLGAASSFMRPTVPPPQF

6 NCOA6 p.P1371R 6-IMP10 ALLQNVELRRNVLVSPTPLAN

6 NCOA6 p.P1371R 6-IMP10 ALLQNVELRRNVLVSPTPLAN

6 NCOA6 p.P1371R 6-IMP10 ALLQNVELRRNVLVSPTPLAN

6 NCOA6 p.P1371R 6-IMP10 ALLQNVELRRNVLVSPTPLAN

6 NCOA6 p.P1371R 6-IMP10 ALLQNVELRRNVLVSPTPLAN

6 NCOA6 p.P1371R 6-IMP10 ALLQNVELRRNVLVSPTPLAN

6 TBX10 p.D256N 6-IMP23 FAKGFRESDLNSWPVAPRPLLSV

6 TBX10 p.D256N 6-IMP23 FAKGFRESDLNSWPVAPRPLLSV

6 TBX10 p.D256N 6-IMP23 FAKGFRESDLNSWPVAPRPLLSV

6 TNS1 NeoORF 6-IMP05 GLTRISIQRAQPLPPCLPSFRPPTALQGLS

6 TNS1 NeoORF 6-IMP05 GLTRISIQRAQPLPPCLPSFRPPTALQGLS

6 TNS1 NeoORF 6-IMP05 GLTRISIQRAQPLPPCLPSFRPPTALQGLS

6 TNS1 NeoORF 6-IMP05 GLTRISIQRAQPLPPCLPSFRPPTALQGLS

6 TNS1 NeoORF 6-IMP05 GLTRISIQRAQPLPPCLPSFRPPTALQGLS

6 TNS1 NeoORF 6-IMP05 GLTRISIQRAQPLPPCLPSFRPPTALQGLS

6 TNS1 NeoORF 6-IMP05 GLTRISIQRAQPLPPCLPSFRPPTALQGLS

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 ATP5J2-PTCD1 p.R57Q 6-IMP30 TGKPEMDFVRLAQLFARARPMGLF

6 DCUN1D4 p.E325K 6-IMP28 DGAWPVLLDKFVEWYKDKQMS

6 DCUN1D4 p.E325K 6-IMP28 DGAWPVLLDKFVEWYKDKQMS

6 DCUN1D4 p.E325K 6-IMP28 DGAWPVLLDKFVEWYKDKQMS

6 DCUN1D4 p.E325K 6-IMP28 DGAWPVLLDKFVEWYKDKQMS

6 DCUN1D4 p.E325K 6-IMP28 DGAWPVLLDKFVEWYKDKQMS

6 DCUN1D4 p.E325K 6-IMP28 DGAWPVLLDKFVEWYKDKQMS



Supplementary Information 5. Summary of class II prediction related to the immunizing peptides for Patients 1-6

Binding Peptide
HLA allele

Prediction

 method

Percentile 

rank

LAKKLKFVTLVFRHG HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 1.64

AKKLKFVTLVFRHGD HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 1.84

VLAKKLKFVTLVFRH HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 2.01

KKLKFVTLVFRHGDR HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 2.01

KLKFVTLVFRHGDRS HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.27

SVLAKKLKFVTLVFR HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 4.4

LKFVTLVFRHGDRSP HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 5.79

RSVLAKKLKFVTLVF HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 7.53

LAKKLKFVTLVFRHG HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 8.02

AKKLKFVTLVFRHGD HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 8.02

KKLKFVTLVFRHGDR HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 8.02

KLKFVTLVFRHGDRS HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 8.94

LKFVTLVFRHGDRSP HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 9.12

KLKFVTLVFRHGDRS HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 9.16

SVLAKKLKFVTLVFR HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 9.22

VLAKKLKFVTLVFRH HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 9.28

KKLKFVTLVFRHGDR HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 9.56

KKKWFLFQDSKKIQV HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 1.05

KKWFLFQDSKKIQVE HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 1.51

SKKKWFLFQDSKKIQ HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 1.56

NSKKKWFLFQDSKKI HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 2.22

KKKWFLFQDSKKIQV HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.37

SKKKWFLFQDSKKIQ HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.47

NSKKKWFLFQDSKKI HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.68

KWFLFQDSKKIQVEQ HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 3.68

KKWFLFQDSKKIQVE HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 5.02

NNSKKKWFLFQDSKK HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 5.69

WFLFQDSKKIQVEQP HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 8.31

KWFLFQDSKKIQVEQ HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 8.37

SPIKLVQKVASKIPF HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 5.53

IKLVQKVASKIPFPD HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 5.53

PIKLVQKVASKIPFP HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 6.11

HTELERFLEYLPLRF HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.36

VILLHTELERFLEYL HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.67

LLHTELERFLEYLPL HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.74

LHTELERFLEYLPLR HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.86

ILLHTELERFLEYLP HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.92

QVILLHTELERFLEY HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 1.12

RQVILLHTELERFLE HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 1.67

KRQVILLHTELERFL HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 1.76

KRQVILLHTELERFL HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 3.32

RQVILLHTELERFLE HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 3.38



TKRQVILLHTELERF HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 3.54

TKRQVILLHTELERF HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 4.07

QVILLHTELERFLEY HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 8.28

VILLHTELERFLEYL HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 9.49

KRQVILLHTELERFL HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 9.59

LLHTELERFLEYLPL HLA-DQA1*03:01/DQB1*03:02 Consensus (comb.lib./smm/nn) 9.76

VILLHTELERFLEYL HLA-DQA1*03:01/DQB1*03:02 Consensus (comb.lib./smm/nn) 9.79

RQVILLHTELERFLE HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 9.83

HTQTTLFHTFYELLI HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.05

TQTTLFHTFYELLIQ HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.05

QTTLFHTFYELLIQK HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.05

TTLFHTFYELLIQKN HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.06

SHTQTTLFHTFYELL HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.07

TLFHTFYELLIQKNK HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.08

LFHTFYELLIQKNKH HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.32

FHTFYELLIQKNKHK HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 2.89

FHTFYELLIQKNKHK HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 2.93

FHTFYELLIQKNKHK HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 3.36

LFHTFYELLIQKNKH HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 6.09

TLFHTFYELLIQKNK HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 6.1

TTLFHTFYELLIQKN HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 7.57

RLVLGKFGDLTNNFS HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 1.33

LVLGKFGDLTNNFSS HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 1.33

VLGKFGDLTNNFSSP HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 1.33

LGKFGDLTNNFSSPH HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 1.33

GKFGDLTNNFSSPHA HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 1.33

KFGDLTNNFSSPHAR HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 1.9

RLVLGKFGDLTNNFS HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 2.44

LVLGKFGDLTNNFSS HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 2.44

VLGKFGDLTNNFSSP HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 2.44

LGKFGDLTNNFSSPH HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 2.44

GKFGDLTNNFSSPHA HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 2.44

KFGDLTNNFSSPHAR HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 3.39

SPREEFLRLCKKIMM HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 7.05

PREEFLRLCKKIMMR HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 7.05

REEFLRLCKKIMMRS HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 7.05

EEFLRLCKKIMMRSI HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 7.05

EFLRLCKKIMMRSIQ HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 7.05

STANYNSFSSAPMPQ HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 0.09

TANYNSFSSAPMPQI HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 0.09

ANYNSFSSAPMPQIP HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 0.09

PSTANYNSFSSAPMP HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 0.14

NYNSFSSAPMPQIPV HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 0.48

YNSFSSAPMPQIPVA HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 0.54

PSTANYNSFSSAPMP HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 3.08

STANYNSFSSAPMPQ HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 3.08

TANYNSFSSAPMPQI HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 3.08



ANYNSFSSAPMPQIP HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 3.08

NYNSFSSAPMPQIPV HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 3.08

YNSFSSAPMPQIPVA HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 3.08

SAPMPQIPVASVTPT HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 6.97

FSSAPMPQIPVASVT HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 8.16

SFSSAPMPQIPVASV HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 8.24

SSAPMPQIPVASVTP HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 9.17

CPREEFLRLCKKIMM HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 7.05

PREEFLRLCKKIMMR HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 7.05

REEFLRLCKKIMMRS HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 7.05

EEFLRLCKKIMMRSI HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 7.05

EFLRLCKKIMMRSIQ HLA-DRB1*04:04 Consensus (smm/nn/sturniolo) 7.05

SGIPENSFNVSSLVE HLA-DQA1*03:01/DQB1*03:02 Consensus (comb.lib./smm/nn) 6.15

VGDFSQEFSPIQEAQ HLA-DQA1*03:01/DQB1*03:02 Consensus (comb.lib./smm/nn) 2.05

RVSVGDFSQEFSPIQ HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 2.16

VSVGDFSQEFSPIQE HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 2.16

SVGDFSQEFSPIQEA HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 2.16

VGDFSQEFSPIQEAQ HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 2.16

GDFSQEFSPIQEAQQ HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 2.16

GDFSQEFSPIQEAQQ HLA-DQA1*03:01/DQB1*03:02 Consensus (comb.lib./smm/nn) 2.22

DFSQEFSPIQEAQQD HLA-DQA1*03:01/DQB1*03:02 Consensus (comb.lib./smm/nn) 2.32

SVGDFSQEFSPIQEA HLA-DQA1*03:01/DQB1*03:02 Consensus (comb.lib./smm/nn) 2.46

VSVGDFSQEFSPIQE HLA-DQA1*03:01/DQB1*03:02 Consensus (comb.lib./smm/nn) 4.57

DFSQEFSPIQEAQQD HLA-DRB1*04:01 Consensus (smm/nn/sturniolo) 5.77

GRTQLLWTPAAPTAM HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 2.51

RTQLLWTPAAPTAMA HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 2.91

PAGRTQLLWTPAAPT HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 3.45

AGRTQLLWTPAAPTA HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 3.55

TQLLWTPAAPTAMAE HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 4.28

QLLWTPAAPTAMAEV HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 5.21

LLWTPAAPTAMAEVG HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 7.15

QIKLADFRLARLYSS HLA-DRB1*11:04 sturniolo 1.41

IKLADFRLARLYSSE HLA-DRB1*11:04 sturniolo 1.41

KLADFRLARLYSSEE HLA-DRB1*11:04 sturniolo 1.41

LADFRLARLYSSEES HLA-DRB1*11:04 sturniolo 1.41

ADFRLARLYSSEESR HLA-DRB1*11:04 sturniolo 1.41

QIKLADFRLARLYSS HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.92

RGQIKLADFRLARLY HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.93

GQIKLADFRLARLYS HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.93

IKLADFRLARLYSSE HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 4.95

KLADFRLARLYSSEE HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 8.33

QIKLADFRLARLYSS HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 9.23

RGQIKLADFRLARLY HLA-DRB1*11:04 sturniolo 9.34

GQIKLADFRLARLYS HLA-DRB1*11:04 sturniolo 9.34

KLADFRLARLYSSEE HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 9.74

IKLADFRLARLYSSE HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 9.79

LADFRLARLYSSEES HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 9.84



PSAAGPVRLKPGLVP HLA-DRB1*11:04 sturniolo 2.3

SAAGPVRLKPGLVPG HLA-DRB1*11:04 sturniolo 2.3

AAGPVRLKPGLVPGL HLA-DRB1*11:04 sturniolo 2.3

AAVRPEQRPAARGSR HLA-DRB1*11:04 sturniolo 3.57

AVRPEQRPAARGSRV HLA-DRB1*11:04 sturniolo 3.57

TFPKKIQMLARDFLD HLA-DRB1*11:04 sturniolo 6.37

FPKKIQMLARDFLDE HLA-DRB1*11:04 sturniolo 6.37

PKKIQMLARDFLDEY HLA-DRB1*11:04 sturniolo 6.37

PKKIQMLARDFLDEY HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 8.92

PETGEIQVKTFLDRE HLA-DRB1*11:04 sturniolo 9.34

ETGEIQVKTFLDREQ HLA-DRB1*11:04 sturniolo 9.34

TGEIQVKTFLDREQR HLA-DRB1*11:04 sturniolo 9.34

GEIQVKTFLDREQRE HLA-DRB1*11:04 sturniolo 9.34

EIQVKTFLDREQRES HLA-DRB1*11:04 sturniolo 9.34

IQVKTFLDREQRESY HLA-DRB1*11:04 sturniolo 9.34

ITDAHELGVAHPPGY HLA-DRB1*11:04 sturniolo 8.81

EVVGGYTWPSGNIYQ HLA-DRB1*11:04 sturniolo 3.58

VVGGYTWPSGNIYQG HLA-DRB1*11:04 sturniolo 3.58

TIKNSDKNVVLEHFG HLA-DRB1*11:04 sturniolo 8.29

RNSFALVPSLQRLML HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 1.72

TRNSFALVPSLQRLM HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 2.27

RNSFALVPSLQRLML HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 2.38

NSFALVPSLQRLMLR HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 2.44

SFALVPSLQRLMLRK HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 3.1

NSFALVPSLQRLMLR HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.34

FALVPSLQRLMLRKV HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 3.35

SFALVPSLQRLMLRK HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.71

TRNSFALVPSLQRLM HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 4.02

FALVPSLQRLMLRKV HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 4.95

SLQRLMLRKVALKNV HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 5.34

LQRLMLRKVALKNVD HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 5.34

QRLMLRKVALKNVDS HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 5.34

RLMLRKVALKNVDSS HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 5.34

LMLRKVALKNVDSSP HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 5.34

VPSLQRLMLRKVALK HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 5.36

PSLQRLMLRKVALKN HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 5.76

RNSFALVPSLQRLML HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 7.47

TRNSFALVPSLQRLM HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 8.17

NSFALVPSLQRLMLR HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 8.17

YKFSKPALQSQSISL HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 2.05

SSHYKFSKPALQSQS HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 3.12

KFSKPALQSQSISLV HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 3.35

SHYKFSKPALQSQSI HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 3.59

HYKFSKPALQSQSIS HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 4.51

FSKPALQSQSISLVQ HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 4.73

SKPALQSQSISLVQQ HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 7

SHYKFSKPALQSQSI HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 8.47



SSHYKFSKPALQSQS HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 9.11

HYKFSKPALQSQSIS HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 9.11

ETVNHHYLLFQNTDL HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 3.35

TVNHHYLLFQNTDLG HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 5.08

VNHHYLLFQNTDLGS HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 6.58

NHHYLLFQNTDLGSF HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 7.17

ETVNHHYLLFQNTDL HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 7.44

NHHYLLFQNTDLGSF HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 8.33

TVNHHYLLFQNTDLG HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 8.36

VNHHYLLFQNTDLGS HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 8.37

TVNHHYLLFQNTDLG HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 8.68

ETVNHHYLLFQNTDL HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 8.76

LFQNTDLGSFHDLLR HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 8.85

VNHHYLLFQNTDLGS HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 8.88

HHYLLFQNTDLGSFH HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 9.73

HHYLLFQNTDLGSFH HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 9.78

DRASFLLTDYALSPD HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 1.57

RASFLLTDYALSPDG HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 1.91

DRASFLLTDYALSPD HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 2.24

RASFLLTDYALSPDG HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 2.61

ASFLLTDYALSPDGS HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.41

ASFLLTDYALSPDGS HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 4.69

SFLLTDYALSPDGSI HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 4.9

ERFWRNILLLSLHKG HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 1.77

RFWRNILLLSLHKGS HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.36

WRNILLLSLHKGSLY HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 4.19

ERFWRNILLLSLHKG HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 5.85

RFWRNILLLSLHKGS HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 5.85

RNILLLSLHKGSLYP HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 6.12

FWRNILLLSLHKGSL HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 8.61

NILLLSLHKGSLYPR HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 9

AGAVRTLLSQVNKVW HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 10

SLLRAAFFGKCFLDR HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 0.79

KSLLRAAFFGKCFLD HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 1.82

QKSLLRAAFFGKCFL HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 2.1

MQKSLLRAAFFGKCF HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 4.4

DMQKSLLRAAFFGKC HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 6.49

PDMQKSLLRAAFFGK HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 9.43

GRELRFNLIANQHLL HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 0.06

RELRFNLIANQHLLA HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 0.06

ELRFNLIANQHLLAP HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 0.08

LRFNLIANQHLLAPG HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 0.11

RGRELRFNLIANQHL HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 0.13

RFNLIANQHLLAPGF HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 0.21

FNLIANQHLLAPGFV HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 0.43

RELRFNLIANQHLLA HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 0.96

ELRFNLIANQHLLAP HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 1.15



GRELRFNLIANQHLL HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 1.24

LRFNLIANQHLLAPG HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 1.62

RGRELRFNLIANQHL HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 2.28

RFNLIANQHLLAPGF HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 4.57

FNLIANQHLLAPGFV HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 4.95

RELRFNLIANQHLLA HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 6.29

ELRFNLIANQHLLAP HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 7.44

GRELRFNLIANQHLL HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 8.07

LRFNLIANQHLLAPG HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 9.47

DANLRKLNFRLFVIR HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 2.99

LDANLRKLNFRLFVI HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.34

ANLRKLNFRLFVIRG HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 3.41

NLRKLNFRLFVIRGQ HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 4.13

DLDANLRKLNFRLFV HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 4.97

LRKLNFRLFVIRGQP HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 5.37

RKLNFRLFVIRGQPA HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 6.99

KLNFRLFVIRGQPAD HLA-DRB1*07:01 Consensus (comb.lib./smm/nn) 6.99

RKLNFRLFVIRGQPA HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 8.76

EDLDANLRKLNFRLF HLA-DPA1*01:03/DPB1*04:01 NetMHCIIpan 9.38

GKIHLFEAEFTQVAK HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.09

KIHLFEAEFTQVAKK HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.09

LPGKIHLFEAEFTQV HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.1

PGKIHLFEAEFTQVA HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.1

IHLFEAEFTQVAKKE HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.11

HLFEAEFTQVAKKEP HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.63

KIHLFEAEFTQVAKK HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 4.16

GKIHLFEAEFTQVAK HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 4.37

PGKIHLFEAEFTQVA HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 5.22

KLPGKIHLFEAEFTQ HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 5.73

IHLFEAEFTQVAKKE HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 7.11

LPGKIHLFEAEFTQV HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 7.16

QKLPGKIHLFEAEFT HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 7.9

YMASEVVEVFTDQAT HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 7.01

QLEYKYQYAYFRMGI HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 0.06

LEYKYQYAYFRMGIK HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 0.06

EYKYQYAYFRMGIKH HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 0.06

YKYQYAYFRMGIKHP HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 0.1

GQLEYKYQYAYFRMG HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 0.12

QLEYKYQYAYFRMGI HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.16

LEYKYQYAYFRMGIK HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.16

EYKYQYAYFRMGIKH HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.19

GQLEYKYQYAYFRMG HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.25

YKYQYAYFRMGIKHP HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.32

LGQLEYKYQYAYFRM HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 0.63

KYQYAYFRMGIKHPD HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 0.76

KYQYAYFRMGIKHPD HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 1.16

LGQLEYKYQYAYFRM HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 2.93



DLGQLEYKYQYAYFR HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 3.58

ENDDLFMMPRIVDVT HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 6.29

NDDLFMMPRIVDVTS HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 6.29

DDLFMMPRIVDVTSL HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 6.46

PENDDLFMMPRIVDV HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 6.64

DLFMMPRIVDVTSLA HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 7.24

DDLFMMPRIVDVTSL HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 7.57

NDDLFMMPRIVDVTS HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 7.62

ENDDLFMMPRIVDVT HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 7.9

LFMMPRIVDVTSLAT HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 9.04

LDDIKEWLEDEGQVL HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 4.41

TLDDIKEWLEDEGQV HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 4.49

DDIKEWLEDEGQVLN HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 5.41

DIKEWLEDEGQVLNI HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 6.23

IKEWLEDEGQVLNIQ HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 8.86

PSQFARVPGYVGSPL HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 4.47

SQFARVPGYVGSPLA HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 6.17

MSPSQFARVPGYVGS HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 7.99

SPSQFARVPGYVGSP HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 8.96

VVEEIIRYHPFLYDR HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 1.24

VEEIIRYHPFLYDRE HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 1.24

GVVEEIIRYHPFLYD HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 1.64

EEIIRYHPFLYDRET HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 1.66

VEEIIRYHPFLYDRE HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 3.26

VVEEIIRYHPFLYDR HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 3.48

EEIIRYHPFLYDRET HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 3.56

GVVEEIIRYHPFLYD HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 4.64

DGVVEEIIRYHPFLY HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 6.84

DGVVEEIIRYHPFLY HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 8.41

DGVSEEFWLVDLLPS HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.36

GVSEEFWLVDLLPST HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 0.41

VSEEFWLVDLLPSTH HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 0.69

GVSEEFWLVDLLPST HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 0.71

DGVSEEFWLVDLLPS HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 0.74

SEEFWLVDLLPSTHY HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 0.92

EEFWLVDLLPSTHYT HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 1.5

VSEEFWLVDLLPSTH HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 2.04

SEEFWLVDLLPSTHY HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 2.9

EEFWLVDLLPSTHYT HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 3.74

VSEEFWLVDLLPSTH HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 4

SEEFWLVDLLPSTHY HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 4.19

GVSEEFWLVDLLPST HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 4.38

DGVSEEFWLVDLLPS HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 5.18

EEFWLVDLLPSTHYT HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 5.45

DSYHLYAYHEELSAT HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 1.83

SYHLYAYHEELSATV HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 2.04

YHLYAYHEELSATVP HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 2.71



HLYAYHEELSATVPS HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 4.98

LYAYHEELSATVPSQ HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 7.95

SYHLYAYHEELSATV HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 8.92

DSYHLYAYHEELSAT HLA-DPA1*01:03/DPB1*04:02 NetMHCIIpan 9.43

QYKATDFVADWAGTF HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 2.41

DQYKATDFVADWAGT HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 2.71

YKATDFVADWAGTFK HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 2.9

GDQYKATDFVADWAG HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 3.19

KATDFVADWAGTFKM HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 4.14

ATDFVADWAGTFKMV HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 6.02

TDFVADWAGTFKMVF HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 9.04

DFVADWAGTFKMVFT HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 9.52

GDQYKATDFVADWAG HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 9.84

EYWKVLDGELEVAPE HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 3.47

YWKVLDGELEVAPEY HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 3.47

WKVLDGELEVAPEYP HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 3.47

KEELVLSEEDFQGIT HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 4.62

KKEELVLSEEDFQGI HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 4.99

EELVLSEEDFQGITP HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 5.04

VKKEELVLSEEDFQG HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 5.68

KKEELVLSEEDFQGI HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 5.68

KEELVLSEEDFQGIT HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 5.68

EELVLSEEDFQGITP HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 5.68

ELVLSEEDFQGITPG HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 5.96

ELVLSEEDFQGITPG HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 6.09

SVKKEELVLSEEDFQ HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 6.88

LVLSEEDFQGITPGA HLA-DPA1*01:03/DPB1*02:01 Consensus (comb.lib./smm/nn) 8.5

LVLSEEDFQGITPGA HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 9.36

GGAVAFFPGNLSTSS HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 8.66

DNTIFRRICTIAKHL HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.04

NTIFRRICTIAKHLE HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.04

LSDNTIFRRICTIAK HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.05

SDNTIFRRICTIAKH HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.05

RYSHPLFLPGHRLDP HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 5.07

YSHPLFLPGHRLDPP HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 5.07

SHPLFLPGHRLDPPI HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 5.07

SHHTHSYQRYSHPLF HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 8.54

HHTHSYQRYSHPLFL HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 8.54

HTHSYQRYSHPLFLP HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 8.54

THSYQRYSHPLFLPG HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 8.54

HSYQRYSHPLFLPGH HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 8.54

SYQRYSHPLFLPGHR HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 8.54

YQRYSHPLFLPGHRL HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 8.54

VTGPHLYSIYLHGST HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 2.41

TGPHLYSIYLHGSTD HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 2.41

GPHLYSIYLHGSTDK HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 2.41

PHLYSIYLHGSTDKL HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 2.41



HLYSIYLHGSTDKLP HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 2.41

DVTGPHLYSIYLHGS HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 3.08

LYSIYLHGSTDKLPY HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 3.79

PVIFKSIMRQRLISP HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.31

YPVIFKSIMRQRLIS HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.48

VIFKSIMRQRLISPQ HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.52

SKEYPVIFKSIMRQR HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.7

KEYPVIFKSIMRQRL HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.7

EYPVIFKSIMRQRLI HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.7

IFKSIMRQRLISPQL HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.76

QSKEYPVIFKSIMRQ HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 1.28

RLQSKEYPVIFKSIM HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 6.23

LQSKEYPVIFKSIMR HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 6.23

HYDYVSALHPVSTPS HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.09

THYDYVSALHPVSTP HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.16

YDYVSALHPVSTPSK HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.22

HTHYDYVSALHPVST HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.32

DYVSALHPVSTPSKE HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.52

LHTHYDYVSALHPVS HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.78

YVSALHPVSTPSKEY HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.78

VSALHPVSTPSKEYT HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 5.41

SALHPVSTPSKEYTS HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 6.08

HTHYDYVSALHPVST HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 7.48

THYDYVSALHPVSTP HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 9.01

SDAFSGLTALPQSIL HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.62

DAFSGLTALPQSILL HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.62

AFSGLTALPQSILLF HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.75

FSGLTALPQSILLFG HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.75

SDAFSGLTALPQSIL HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 3.72

DAFSGLTALPQSILL HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 3.72

AFSGLTALPQSILLF HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 6.65

FSGLTALPQSILLFG HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 6.65

HQIHSYQLYTHPLLH HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 5.73

QIHSYQLYTHPLLHP HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 6.32

SHQIHSYQLYTHPLL HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.06

HQIHSYQLYTHPLLH HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.06

QIHSYQLYTHPLLHP HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.06

IHSYQLYTHPLLHPW HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.06

HSYQLYTHPLLHPWD HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.06

SYQLYTHPLLHPWDH HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.06

YQLYTHPLLHPWDHR HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.06

IHSYQLYTHPLLHPW HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 7.47

SHQIHSYQLYTHPLL HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 7.86

STQHADLTIIDNIKE HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 9.09

TQHADLTIIDNIKEM HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 9.09

QHADLTIIDNIKEMN HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 9.09

HADLTIIDNIKEMNF HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 9.09



ADLTIIDNIKEMNFL HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 9.09

DLTIIDNIKEMNFLR HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 9.09

LTIIDNIKEMNFLRR HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 9.09

SLFSPGAANLFSTYL HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 5.03

LFSPGAANLFSTYLA HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 8.78

PSQRTSWEFLQSLVS HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.14

SQRTSWEFLQSLVSI HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.14

QRTSWEFLQSLVSIK HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.14

RTSWEFLQSLVSIKQ HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.14

TSWEFLQSLVSIKQE HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.14

SWEFLQSLVSIKQEK HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.14

RTSWEFLQSLVSIKQ HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 5.4

TSWEFLQSLVSIKQE HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 5.59

QRTSWEFLQSLVSIK HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 5.79

SQRTSWEFLQSLVSI HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 5.92

QRTSWEFLQSLVSIK HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 6.1

AAFPSQRTSWEFLQS HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 6.58

AFPSQRTSWEFLQSL HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 6.58

FPSQRTSWEFLQSLV HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 6.58

PSQRTSWEFLQSLVS HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 6.58

RTSWEFLQSLVSIKQ HLA-DQA1*01:01/DQB1*05:01 Consensus (comb.lib./smm/nn) 6.58

SQRTSWEFLQSLVSI HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 8.87

PSQRTSWEFLQSLVS HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 9.63

SWEFLQSLVSIKQEK HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 9.63

FTTVSELMKVSAMSS HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 1.08

TTVSELMKVSAMSSP HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 1.08

TVSELMKVSAMSSPK HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 1.08

VSELMKVSAMSSPKV HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 1.08

VSELMKVSAMSSPKV HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 3.8

GSVLQFMPFTTVSEL HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.1

SVLQFMPFTTVSELM HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.1

VLQFMPFTTVSELMK HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.1

LQFMPFTTVSELMKV HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.1

QFMPFTTVSELMKVS HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.1

FMPFTTVSELMKVSA HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.1

TVSELMKVSAMSSPK HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 7.41

MPFTTVSELMKVSAM HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.59

PFTTVSELMKVSAMS HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 7.59

FTTVSELMKVSAMSS HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 9.68

DKGHQFHVHPLLHSG HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.67

KGHQFHVHPLLHSGD HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.69

GHQFHVHPLLHSGDD HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.71

HQFHVHPLLHSGDDL HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.88

QFHVHPLLHSGDDLD HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 3.54

FHVHPLLHSGDDLDP HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 4.09

IRGFSTIKIFQKGES HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.34

RGFSTIKIFQKGESP HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.34



GFSTIKIFQKGESPV HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.49

YGIRGFSTIKIFQKG HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.66

RYGIRGFSTIKIFQK HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.68

GIRGFSTIKIFQKGE HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.86

SRYGIRGFSTIKIFQ HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 2.71

LASRYGIRGFSTIKI HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 2.81

ASRYGIRGFSTIKIF HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 3.57

KGFQYRALYPFRRER HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 0.78

GPKGFQYRALYPFRR HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 1.2

PKGFQYRALYPFRRE HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 1.2

KGFQYRALYPFRRER HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 3.72

PKGFQYRALYPFRRE HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 4.72

GPKGFQYRALYPFRR HLA-DRB1*01:01 Consensus (comb.lib./smm/nn) 5.5

AGPKGFQYRALYPFR HLA-DRB1*11:01 Consensus (smm/nn/sturniolo) 8.05

VTLNDMKARQKALVR HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 8.34

TLNDMKARQKALVRE HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 8.34

KNKKLALSSTPSNIA HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 5.64

NKKLALSSTPSNIAP HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 5.96

KKLALSSTPSNIAPS HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 5.96

RKNKKLALSSTPSNI HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 6.06

KLALSSTPSNIAPSD HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 7.33

TRKNKKLALSSTPSN HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 7.97

LNTGLFRIKFKEPLE HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 3.62

NTGLFRIKFKEPLEN HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 3.62

TGLFRIKFKEPLENL HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 3.62

GLFRIKFKEPLENLI HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 3.62

RNNMFEISDRFIGIY HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 3.47

NMFEISDRFIGIYKT HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 3.47

NNMFEISDRFIGIYK HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 3.5

LRNNMFEISDRFIGI HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 3.53

MFEISDRFIGIYKTY HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 6.01

SLRNNMFEISDRFIG HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 6.16

VFGFPVHYTDVSNMS HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 7.62

GEASVVDFKKNLEYA HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 7.96

EASVVDFKKNLEYAA HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 8.32

LERGEASVVDFKKNL HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 8.84

ARHRHLMKTLVKSLS HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 1.55

RHRHLMKTLVKSLST HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 1.55

MSNLAFADFCMRMYL HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 4.04

LMSNLAFADFCMRMY HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 7.99

PHWTNCILHEYKNLS HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 4.36

HWTNCILHEYKNLST HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 4.36

WTNCILHEYKNLSTS HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 4.36

IRFRFFQLLRLERFF HLA-DQA1*05:01/DQB1*02:01 Consensus (comb.lib./smm/nn) 5.62

FIRFRFFQLLRLERF HLA-DQA1*05:01/DQB1*02:01 Consensus (comb.lib./smm/nn) 5.71

FIRFRFFQLLRLERF HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 6.18

IRFRFFQLLRLERFF HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 6.18



DFIRFRFFQLLRLER HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 9.61

SHTLGAASSFMRPTV HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 7.06

LSHTLGAASSFMRPT HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 8.85

VELRRNVLVSPTPLA HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 1.28

ELRRNVLVSPTPLAN HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 1.28

LLQNVELRRNVLVSP HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 2.22

ALLQNVELRRNVLVS HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 2.58

LQNVELRRNVLVSPT HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 6.67

QNVELRRNVLVSPTP HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 7.44

ESDLNSWPVAPRPLL HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 8.34

SDLNSWPVAPRPLLS HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 8.34

DLNSWPVAPRPLLSV HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 8.34

GLTRISIQRAQPLPP HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 5.24

LTRISIQRAQPLPPC HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 5.24

TRISIQRAQPLPPCL HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 5.24

RISIQRAQPLPPCLP HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 5.24

ISIQRAQPLPPCLPS HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 5.24

IQRAQPLPPCLPSFR HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 7.96

SIQRAQPLPPCLPSF HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 8.05

VRLAQLFARARPMGL HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 2.12

EMDFVRLAQLFARAR HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 2.7

KPEMDFVRLAQLFAR HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 2.76

PEMDFVRLAQLFARA HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 2.76

MDFVRLAQLFARARP HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 2.84

DFVRLAQLFARARPM HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 2.92

RLAQLFARARPMGLF HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 4.38

GKPEMDFVRLAQLFA HLA-DQA1*05:01/DQB1*02:01 Consensus (comb.lib./smm/nn) 6.9

KPEMDFVRLAQLFAR HLA-DQA1*05:01/DQB1*02:01 Consensus (comb.lib./smm/nn) 7.59

TGKPEMDFVRLAQLF HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 7.65

FVRLAQLFARARPMG HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 8.09

GKPEMDFVRLAQLFA HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 8.34

PEMDFVRLAQLFARA HLA-DQA1*05:01/DQB1*02:01 Consensus (comb.lib./smm/nn) 8.38

EMDFVRLAQLFARAR HLA-DQA1*05:01/DQB1*02:01 Consensus (comb.lib./smm/nn) 8.38

DGAWPVLLDKFVEWY HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 6.18

GAWPVLLDKFVEWYK HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 6.18

AWPVLLDKFVEWYKD HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 6.18

WPVLLDKFVEWYKDK HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 6.18

PVLLDKFVEWYKDKQ HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 6.18

VLLDKFVEWYKDKQM HLA-DRB1*03:01 Consensus (smm/nn/sturniolo) 7.03


