Grelet et al. Figure S2
a Position Splice site type New potential splice site Consensus value
-12 Acceptor ctttcacaatagCC ctttcacaatagCC 79.38
7 Acceptor acaatagCCAAGCC acaatagccaagCC 66.43
5 Acceptor GCCCCTTTGAAGGG gcccctttgaagGG 81.41
20 Acceptor AAACGAGCACAGAA aaacgagcacagAA 74.41
27 Acceptor CACAGAACCAAGCA cacagaaccaagCA 67.16
32 Acceptor AACCAAGCACAGCC aaccaagcacagCC 75.73
50 Acceptor CTTCTTCCCCAGAA cttcttccccagAA 91.74
56 Acceptor CCCCAGAACCAGCA ccccagaaccagCA 77.88
70 Acceptor CCACCTTCTGAGGC ccaccttctgagGC 78.75
83 Acceptor CAATGGACGCAGAC caatggacgcagAC 77.57
92 Acceptor CAGACCGTCCAGGC cagaccgtccagGC 84.2
109 Donor CCGGTTCCC CCGgttccc 67.23
116 Acceptor CCCCTGTTGAAGTC cccctgttgaagTC 75.97
124 Acceptor GAAGTCCCGGAGCT gaagtcccggagCT 70.04
137 Acceptor TCATGGATACAGgt tcatggatacagGT 85.83
146 Acceptor CAGgtaatctagaa caggtaatctagAA 70.47
146 Donor CAGgtaatc CAGgtaatc 85.51 (WT)
b As49 MCF7 CaCO2
+ + + Empty vector
+ + + Inc vector
+ + + TGFB
8 S amamamam e 1-100kDa
Ol e mmases |
S ER= [ 70kDa  pNyTS
E - ~55kDa
_ I ~35kDa
o
S|l W & = | cRNA
'n_: ————————— mRNA
C
Single Color: PNUTS IncRNA PNUTS mRNA miR-205 DAPI

IncRNA/mRNA IncBRNA/miR-205

Merge:

mRNA/miR-205 All colors




