Table EV2: List of synthesized DNA sequences to generate constructs containing GT-rich promoters or their reverse complement

sequence.

sequence name

DNA sequence 5-3°

pCW24v2 background

GT_210_nt

GTATTAATCAAGATCTGTGTGTGTGGTGCTTTTTTCGTCTTTTTTTGTGTGTGGGGCGAAGAAAATGTTTGTTTGT
TCTTTCTCCCGTGTGTGTGCTTCCCCCTTTGTGCGTGCGTAGGGGGAGAGTTCCCCCTTTGGGGGGAAACTGTG
TGTGGGGTTTGTTTGTGTGGGTGCGGGGGGGGAAACTTTGTTTTGTCGGTGGTGTTGTGTGTGGAGGGTTGTTG
TTGGCGCGCCTACGGCCGGCCGATCTCCCTATCAGT

GT_206_nt

GTTGTTGTTGGCGCGCCGCGTGTGTGTAATGTTTTTTGGGGGGGGAGTTTATTTTTTGGTGGGTGGTGGTGTGT
GTGTGCGTGCGTGTTTTGTTTTTGGGGGGGGTTTCCCCCTTTGTTGCTGCTGTTTTTTGTTCCCCCTCCCCTGTG
TGTGTGTGTGTTTGTGCCCTTTTCTTGTTTGTGTGTCCCCCTCCCCTGTTTTTTGTGTTTGTTTGTGGCCGGCCGA
TCTCCCTATCA

fused GT_416_nt

GTGTGTGTGGTGCTTTTTTCGTCTTTTTTTGTGTGTGGGGCGAAGAAAATGTTTGTTTGTTCTTTCTCCCGTGTGT
GTGCTTCCCCCTTTGTGCGTGCGTAGGGGGAGAGTTCCCCCTTTGGGGGGAAACTGTGTGTGGGGTTTGTTTGT
GTGGGTGCGGGGGGGGAAACTTTGTTTTGTCGGTGGTGTTGTGTGTGGAGGGTTGTTGTTGGCGCGCCGCGTG
TGTGTAATGTTTTTTGGGGGGGGAGTTTATTTTTTGGTGGGTGGTGGTGTGTGTGTGCGTGCGTGTTTTGTTTTT
GGGGGGGGTTTCCCCCTTTGTTGCTGCTGTTTTTTGTTCCCCCTCCCCTGTGTGTGTGTGTGTTTGTGCCCTTTT
CTTGTTTGTGTGTCCCCCTCCCCTGTTTTTTGTGTTTGTTTGT

GT_210_nt_rc

GTATTAATCAAGATCTAACAACAACCCTCCACACACAACACCACCGACAAAACAAAGTTTCCCCCCCCGCACCCA
CACAAACAAACCCCACACACAGTTTCCCCCCAAAGGGGGAACTCTCCCCCTACGCACGCACAAAGGGGGAAGC
ACACACACGGGAGAAAGAACAAACAAACATTTTCTTCGCCCCACACACAAAAAAAGACGAAAAAAGCACCACACA
CACGGCGCGCCTACGGCCGG

GT_416_nt_rc

GTATTAATCAAGATCTACAAACAAACACAAAAAACAGGGGAGGGGGACACACAAACAAGAAAAGGGCACAAACA
CACACACACACAGGGGAGGGGGAACAAAAAACAGCAGCAACAAAGGGGGAAACCCCCCCCAAAAACAAAACAC
GCACGCACACACACACCACCACCCACCAAAAAATAAACTCCCCCCCCAAAAAACATTACACACACGCGGCGCGC




CAACAACAACCCTCCACACACAACACCACCGACAAAACAAAGTTTCCCCCCCCGCACCCACACAAACAAACCCC
ACACACAGTTTCCCCCCAAAGGGGGAACTCTCCCCCTACGCACGCACAAAGGGGGAAGCACACACACGGGAGA
AAGAACAAACAAACATTTTCTTCGCCCCACACACAAAAAAAGACGAAAAAAGCACCACACACACGGCCGGCCGA
TCTCCCTATCA

pCW24v4 background

rRNA_promoter

AGTCGTATTAATCAGGTACCTCCCTATCAGTGATAGAGATCTCCCTATCAGTGATAGAGATTAGCTTTCCACCCA
GCGCGGGTGCATTCTGGCTCTTATATATACTTATTGTCATGACAGAGTATATTGTACTGTGTTGATAAGGGACGG
GTAACTGTATTGAAGAGCCGATGCTTTTGACATGTTAGATATAATATGTTTTATTGTAAAGTCAATACAACACACAA
TAGGATAATAATGATAAAGTTAAAAAAGTATATATAGTAATAGAAATATATCTTATATAGGAAAGATTAAGCAGTAA
AAGTAGCGCTTACGGCGTACGGTCCCTGAGTACTGAGTTTAACATGTTCTCGTCCCGGGCTGCACGCGCCT

no_promoter

AGTCGTATTAATCAGGTACCTCCCTATCAGTGATAGAGATCTCCCTATCAGTGATAGAGATTAGCCCTGAGTACT
GAGTTTAACATGTTCTCGTCCCGGGCTGCACGCGCCT

GT_210_nt

GCCCCCGGTACGGGAGATCCCCTATAGTGAGTCGTATTAATCAAGATCTTCCCTATCAGTGATAGAGATCTCCCT
ATCAGTGATAGAGATGTGTGTGTGGTGCTTTTTTCGTCTTTTTTTGTGTGTGGGGCGAAGAAAATGTTTGTTTGTT
CTTTCTCCCGTGTGTGTGCTTCCCCCTTTGTGCGTGCGTAGGGGGAGAGTTCCCCCTTTGGGGGGAAACTGTGT
GTGGGGTTTGTTTGTGTGGGTGCGGGGGGGGAAACTTTGTTTTGTCGGTGGTGTTGTGTGTGGAGGGTTGTTGT
TGGCGCGCCTACGGCCGGCCTGAGTACTGAGTTTAACATGTTCTCGTCCCGGGCTGCACGCGCCT

GT_206_nt

GTTGTTGTTGGCGCGCCGCGTGTGTGTAATGTTTTTTGGGGGGGGAGTTTATTTTTTGGTGGGTGGTGGTGTGT

GTGTGCGTGCGTGTTTTGTTTTTGGGGGGGGTTTCCCCCTTTGTTGCTGCTGTTTTTTGTTCCCCCTCCCCTGTG
TGTGTGTGTGTTTGTGCCCTTTTCTTGTTTGTGTGTCCCCCTCCCCTGTTTTTTGTGTTTGTTTGTGGCCGGCCTG
AGTACTGAGTT

fused GT_416_nt

GTGTGTGTGGTGCTTTTTTCGTCTTTTTTTGTGTGTGGGGCGAAGAAAATGTTTGTTTGTTCTTTCTCCCGTGTGT
GTGCTTCCCCCTTTGTGCGTGCGTAGGGGGAGAGTTCCCCCTTTGGGGGGAAACTGTGTGTGGGGTTTGTTTGT
GTGGGTGCGGGGGGGGAAACTTTGTTTTGTCGGTGGTGTTGTGTGTGGAGGGTTGTTGTTGGCGCGCCGCGTG
TGTGTAATGTTTTTTGGGGGGGGAGTTTATTTTTTGGTGGGTGGTGGTGTGTGTGTGCGTGCGTGTTTTGTTTTT
GGGGGGGGTTTCCCCCTTTGTTGCTGCTGTTTTTTGTTCCCCCTCCCCTGTGTGTGTGTGTGTTTGTGCCCTTTT
CTTGTTTGTGTGTCCCCCTCCCCTGTTTTTTGTGTTTGTTTGT




GT_210_nt_rc GTATTAATCAAGATCTTCCCTATCAGTGATAGAGATCTCCCTATCAGTGATAGAGATAACAACAACCCTCCACACA
CAACACCACCGACAAAACAAAGTTTCCCCCCCCGCACCCACACAAACAAACCCCACACACAGTTTCCCCCCAAA
GGGGGAACTCTCCCCCTACGCACGCACAAAGGGGGAAGCACACACACGGGAGAAAGAACAAACAAACATTTTC
TTCGCCCCACACACAAAAAAAGACGAAAAAAGCACCACACACACGGCGCGCCTACGGCCGG

GT_416_nt_rc GTATTAATCAAGATCTACAAACAAACACAAAAAACAGGGGAGGGGGACACACAAACAAGAAAAGGGCACAAACA
CACACACACACAGGGGAGGGGGAACAAAAAACAGCAGCAACAAAGGGGGAAACCCCCCCCAAAAACAAAACAC
GCACGCACACACACACCACCACCCACCAAAAAATAAACTCCCCCCCCAAAAAACATTACACACACGCGGCGCGC
CAACAACAACCCTCCACACACAACACCACCGACAAAACAAAGTTTCCCCCCCCGCACCCACACAAACAAACCCC
ACACACAGTTTCCCCCCAAAGGGGGAACTCTCCCCCTACGCACGCACAAAGGGGGAAGCACACACACGGGAGA
AAGAACAAACAAACATTTTCTTCGCCCCACACACAAAAAAAGACGAAAAAAGCACCACACACACGGCCGGCCGA
TCTCCCTATCA

underscored sequences indicate InFusion overhangs



