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Supplemental Fig S2. Expression pattern and DEG character of mRNAs and

IncRNASs

A) Correlation coefficient heatmap of 64 samples based on the mRNA expression

level.

(B) Correlation coefficient heatmap of 64 samples based on the filtered IncRNA

expression level. LncRNAs with RPKM from 0.1 to 20 were selected to do the

analysis.

(C) Correlation coefficient heatmap of 64 samples based on the filtered mRNA

expression level. nRNAs with RPKM from 0.1 to 20 were selected to do the analysis.



(D) Cumulative density of specificity scores across each brain areas for
protein-coding genes and IncRNAs. The filtered IncRNAs and mRNAs were also
plotted.



