S5 Table. Codon-anticodon recognition pattern and codon usage for Aconitum cp genomes.

A. carmichaelii A. coreanum
Amino acid Codon tRNA
Count RSCU* Count RSCU

Phe Uuu 933 1.27 937 1.27

Phe uucC 534 0.73 536 0.73 trnF-GAA
Leu UUA 835 1.81 833 1.81 trnL-UAA
Leu uuG 587 1.27 584 1.27 trnL-CAA
Leu CuUU 567 1.23 565 1.23

Leu cucC 197 0.43 199 0.43

Leu CUA 386 0.84 385 0.84 trnL-UAG
Leu CuG 194 0.42 189 0.41

lle AUU 1084 1.45 1077 1.44

lle AUC 456 0.61 466 0.62 trnl-GAU

trnl-CAU
lle AUA 703 0.94 696 0.93 trn(f)M-CAU
trnM-CAU

Met AUG 637 1 641 1 trnM-CAU
Val GUU 528 1.47 529 1.46

Val GUC 164 0.46 163 0.45 trnV-GAC
Val GUA 547 1.52 551 1.52 trnV-UAC
Val GUG 202 0.56 204 0.56

Ser UCU 568 1.68 562 1.67

Ser ucCcC 340 1 344 1.02 trnS-GGA
Ser UCA 417 1.23 415 1.23 trnS-UGA
Ser UCG 192 0.57 192 0.57

Pro CcCu 427 1.5 427 1.5

Pro CCC 223 0.78 221 0.78 trnS-GCU
Pro CCA 337 1.18 342 1.2

Pro CCG 152 0.53 149 0.52

Thr ACU 533 1.55 538 1.58 trnP-UGG
Thr ACC 261 0.76 254 0.74

Thr ACA 420 1.22 420 1.23

Thr ACG 159 0.46 154 0.45 trnT-GGU
Ala GCU 598 1.71 598 1.72 trnT-UGU
Ala GCC 228 0.65 229 0.66

Ala GCA 394 1.13 395 1.13

Ala GCG 179 0.51 172 0.49

Tyr UAU 773 1.59 768 1.58 trn4-UGC
Tyr UAC 202 0.41 203 0.42
Stop UAA 40 14 39 1.36
Stop UAG 25 0.87 25 0.87 trnY-GUA
His CAU 513 1.51 513 1.5

His CAC 168 0.49 169 0.5

Gln CAA 693 1.5 691 1.51
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*RSCU — Relative synonymous codon usage.



