
ang_A104T (Chain B, position 104)
6.7A contact network
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ang_D168Y (Chain B, position 168)
6.7A contact network
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ang_E48K (Chain B, position 48)
6.7A contact network
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ang_H39R (Chain B, position 39)
6.7A contact network
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ang_L43F (Chain B, position 43)
6.7A contact network
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ang_M105V (Chain B, position 105)
6.7A contact network
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ang_P40L (Chain B, position 40)
6.7A contact network

0.2

0.974

0.824

0.392

0.284

1

1

0.606

0.13

0.054

0.233

0.027

0.059

0.009

0

0 LEU40.B

THR84.A

SER296.A

TYR297.A

HIS367.A

ARG35.B

HIS39.B

PHE41.B

HIS42.B

ILE38.B

PRO184.A

GLY33.B

ASP320.A

ASP34.B

GLN85.A

TYR37.B

MET82.A

WT
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ang_S49G (Chain B, position 49)
6.7A contact network
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ang_S49N (Chain B, position 49)
6.7A contact network
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ren_A188V (Chain A, position 188)
6.7A contact network
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ren_D104N_ang_L43F (Chain A, position 104)
6.7A contact network
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ren_D104N_ang_L43F (Chain B, position 43)
6.7A contact network
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ren_D104N (Chain A, position 104)
6.7A contact network

1

1

1

1

1

0.998

0.669

1

0.894

0.967

0.998

1

1

ASN104.A

VAL102.A

PHE103.A

THR105.A

GLY106.A

SER107.A

VAL193.A

VAL194.A

GLY195.A

MET196.A

ASP292.A

THR293.A

GLY294.A

LEU43.B

WT
6.7A contact network

0.92

1

1

1

1

1

0.567

1

0.572

0.99

0.956
1

0.006

0

0.008

0.006

0.001ASP104.A

VAL102.A

PHE103.A

THR105.A

GLY106.A

SER107.A

VAL193.A

VAL194.A

GLY195.A

MET196.A

THR293.A

GLY294.A
LEU43.B

ASP292.A

VAL44.B

ILE45.B

GLY197.A

ASN109.A



ren_F319V_ang_A104T (Chain A, position 319)
6.7A contact network
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ren_F319V_ang_A104T (Chain B, position 104)
6.7A contact network
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ren_F319V_ang_M105V (Chain A, position 319)
6.7A contact network
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ren_F319V_ang_M105V (Chain B, position 105)
6.7A contact network
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ren_F319V (Chain A, position 319)
6.7A contact network
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ren_L318R_ang_A104T (Chain A, position 318)
6.7A contact network
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ren_L318R_ang_A104T (Chain B, position 104)
6.7A contact network
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ren_R148C_ang_E48K (Chain A, position 148)
6.7A contact network
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ren_R148C_ang_E48K (Chain B, position 48)
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ren_R148C_ang_S49G (Chain A, position 148)
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ren_R148C_ang_S49G (Chain B, position 49)
6.7A contact network
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ren_R148C_ang_S49N (Chain A, position 148)
6.7A contact network
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ren_R148C_ang_S49N (Chain B, position 49)
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ren_R148C (Chain A, position 148)
6.7A contact network
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ren_R148H_ang_E48K (Chain A, position 148)
6.7A contact network
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ren_R148H_ang_E48K (Chain B, position 48)
6.7A contact network
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ren_R148H_ang_S49G (Chain A, position 148)
6.7A contact network
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ren_R148H_ang_S49G (Chain B, position 49)
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ren_R148H_ang_S49N (Chain A, position 148)
6.7A contact network
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ren_R148H_ang_S49N (Chain B, position 49)
6.7A contact network
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ren_R148H (Chain A, position 148)
6.7A contact network
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