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Coverage # Peptides # PSMs Area Coverage # Peptides # PSMs Area Coverage # Peptides # PSMs Area
gi|5915682|sp|P07724.3|ALBU_MOUSE Alb 68,6 7,07 3 70 6,04E+10 8,06 4 65 6,63E+10 8,06 4 57 4,15E+10
gi|122016|sp|P10853.2|H2B1F_MOUSE Hist1h2bn 13,9 46,83 7 42 2,56E+09 46,83 7 40 2,25E+09 53,97 9 67 8,33E+09

gi|81871239|sp|Q8CGP6.3|H2A1H_MOUSE Hist1h2ah 13,9 35,94 4 18 2,36E+09 27,34 3 14 1,85E+09 35,94 4 18 4,75E+09
gi|121905|sp|P15864.2|H12_MOUSE Hist1h1c 21,3 33,02 9 31 3,14E+09 36,32 10 30 3,99E+09 36,32 10 33 3,31E+09

gi|21903465|sp|P47963.3|RL13_MOUSE Rpl13 24,3 49,76 11 55 3,38E+09 50,71 12 87 6,31E+09 50,24 15 72 3,25E+09
gi|1170151|sp|P43274.2|H14_MOUSE Hist1h1e 22,0 19,63 7 32 2,60E+09 30,14 9 28 3,08E+09 19,63 7 32 2,96E+09

gi|126302559|sp|P04104.4|K2C1_MOUSE Krt1 65,6 6,44 6 24 1,90E+09 6,44 6 22 3,22E+09 6,44 7 28 2,50E+09
gi|22001904|sp|Q9CPR4.3|RL17_MOUSE Rpl17 21,4 50,54 10 57 2,12E+09 50,54 10 66 3,44E+09 50,54 10 58 2,18E+09
gi|66773987|sp|Q6IFZ6.1|K2C1B_MOUSE Krt77 61,3 7,52 7 32 1,61E+09 7,52 7 27 2,79E+09 7,52 7 31 2,09E+09
gi|306526288|sp|P14115.5|RL27A_MOUSE Rpl27a 16,6 37,84 7 32 2,26E+09 48,65 9 36 3,81E+09 31,76 6 27 1,97E+09

gi|21264500|sp|P35980.3|RL18_MOUSE Rpl18 21,6 44,15 12 62 3,75E+09 45,21 10 56 3,63E+09 45,21 10 45 1,85E+09
gi|81892069|sp|Q6NXH9.1|K2C73_MOUSE Krt73 58,9 10,58 8 21 1,48E+09 10,58 8 19 2,54E+09 10,58 8 19 1,79E+09
gi|81170668|sp|Q922U2.1|K2C5_MOUSE Krt5 61,7 25,86 23 57 1,05E+09 31,21 26 62 1,72E+09 27,76 25 68 1,61E+09
gi|60416436|sp|P50446.3|K2C6A_MOUSE Krt6a 59,3 0 0 0,00E+00 0 0 0,00E+00 30,38 26 55 1,59E+09

gi|1350707|sp|P47915.2|RL29_MOUSE Rpl29 17,6 25,00 5 27 1,73E+09 27,50 6 27 3,16E+09 25,00 5 21 1,58E+09
gi|116242600|sp|P02535.3|K1C10_MOUSE Krt10 57,7 13,51 10 60 1,46E+09 13,51 10 65 3,31E+09 13,51 10 64 1,57E+09
gi|123791931|sp|Q3UV17.1|K22O_MOUSE Krt76 62,8 9,26 8 19 9,21E+08 9,26 8 21 1,45E+09 10,77 9 23 1,43E+09

gi|133015|sp|P12970.2|RL7A_MOUSE Rpl7a 30,0 46,62 18 74 1,10E+09 46,24 17 67 1,27E+09 50,00 19 73 1,38E+09
gi|23396626|sp|Q9QWL7.3|K1C17_MOUSE Krt17 48,1 19,63 11 24 8,24E+08 0 0 0,00E+00 44,34 21 47 1,37E+09
gi|205371802|sp|Q8VDD5.4|MYH9_MOUSE Myh9 226,2 10,00 17 20 7,23E+07 67,30 171 1426 1,35E+10 60,97 137 494 1,32E+09
gi|302393751|sp|P62983.2|RS27A_MOUSE Rps27a 17,9 48,72 7 44 1,54E+09 54,49 9 52 1,84E+09 41,03 6 37 1,13E+09
gi|13878723|sp|Q9D1R9.2|RL34_MOUSE Rpl34 13,3 36,75 6 28 1,67E+09 37,61 7 32 2,15E+09 37,61 7 24 1,10E+09

gi|1170153|sp|P43275.2|H11_MOUSE Hist1h1a 21,8 0 0 0,00E+00 22,54 5 11 1,25E+09 23,00 5 11 1,05E+09
gi|1170154|sp|P43276.2|H15_MOUSE Hist1h1b 22,6 26,46 8 18 6,74E+08 29,60 9 20 8,00E+08 27,35 9 24 1,05E+09

gi|81891691|sp|Q6IFX2.1|K1C42_MOUSE Krt42 50,1 18,81 9 20 3,34E+08 18,14 9 17 8,54E+08 28,98 14 42 1,03E+09
gi|33302628|sp|Q61781.2|K1C14_MOUSE Krt14 52,8 19,42 10 47 6,28E+08 20,25 10 45 1,40E+09 38,43 19 84 9,88E+08

gi|62296680|sp|P47911.3|RL6_MOUSE Rpl6 33,5 51,01 18 66 1,34E+09 45,27 17 54 1,15E+09 51,01 18 59 9,21E+08
gi|23396632|sp|Q9Z2K1.3|K1C16_MOUSE Krt16 51,6 13,43 7 40 6,05E+08 0 0 0,00E+00 21,54 12 77 9,13E+08

gi|138536|sp|P20152.3|VIME_MOUSE Vim 53,7 61,37 29 94 4,10E+08 77,04 36 150 1,60E+09 68,67 33 137 8,99E+08
gi|81879424|sp|Q8VEK3.1|HNRPU_MOUSE Hnrnpu 87,9 28,13 26 92 8,69E+08 31,62 26 83 1,27E+09 30,88 25 83 8,34E+08

Table S1
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gi|2500367|sp|O09167.3|RL21_MOUSE Rpl21 18,6 45,00 8 29 4,79E+08 50,63 10 44 1,34E+09 46,25 10 33 7,84E+08
gi|730549|sp|P41105.2|RL28_MOUSE Rpl28 15,7 59,85 14 55 1,17E+09 59,12 13 66 2,86E+09 54,74 10 38 7,71E+08
gi|22001911|sp|Q9D8E6.3|RL4_MOUSE Rpl4 47,1 44,39 23 84 7,58E+08 44,15 23 86 1,30E+09 43,20 20 63 7,66E+08
gi|1350769|sp|P14148.2|RL7_MOUSE Rpl7 31,4 48,15 24 80 9,88E+08 55,19 27 80 1,33E+09 47,78 24 76 7,26E+08

gi|123796763|sp|Q3TTY5.1|K22E_MOUSE Krt2 70,9 10,04 11 36 7,32E+08 10,04 11 39 1,45E+09 10,18 12 39 7,24E+08
gi|1350733|sp|P47964.2|RL36_MOUSE Rpl36 12,2 31,43 5 23 6,96E+08 30,48 4 23 1,37E+09 23,81 3 17 7,18E+08
gi|136478|sp|P19253.4|RL13A_MOUSE Rpl13a 23,4 47,29 14 45 8,48E+08 43,35 13 49 1,25E+09 41,38 12 40 7,09E+08
gi|52783239|sp|Q9CR57.3|RL14_MOUSE Rpl14 23,5 31,80 8 30 6,57E+08 37,33 10 38 1,28E+09 34,56 9 30 7,04E+08
gi|48428680|sp|Q9D823.3|RL37_MOUSE Rpl37 11,1 15,46 4 5 6,04E+08 21,65 5 17 2,34E+09 19,59 4 6 6,32E+08
gi|81916088|sp|Q91VM5.1|RMXL1_MOUSE Rbmxl1 42,1 38,14 15 49 3,09E+08 44,07 18 74 8,82E+08 38,14 15 50 3,38E+08
gi|81917893|sp|Q9WV02.1|RBMX_MOUSE Rbmx 42,3 34,78 15 44 3,09E+08 38,62 17 61 8,82E+08 37,60 15 47 3,38E+08
gi|391358189|sp|P02301.3|H3C_MOUSE Gm7426 15,3 25,74 5 15 2,64E+08 30,15 6 18 3,00E+08 25,74 5 13 3,27E+08
gi|3122836|sp|P97351.3|RS3A_MOUSE Rps3a1 29,9 53,79 15 55 2,22E+08 53,79 16 70 3,30E+08 61,36 18 69 3,24E+08
gi|341942150|sp|P27659.3|RL3_MOUSE Rpl3 46,1 48,88 24 73 3,66E+08 49,88 22 80 5,53E+08 50,12 22 66 3,11E+08
gi|519668679|sp|P21107.3|TPM3_MOUSE Tpm3 33,0 11,58 3 4 1,71E+07 37,54 15 33 8,40E+08 34,74 15 29 2,82E+08
gi|54036077|sp|Q9CY57.2|CHTOP_MOUSE Chtop 26,6 32,53 9 51 4,32E+08 34,54 9 52 5,20E+08 32,13 8 46 2,10E+08

gi|120702|sp|P16858.2|G3P_MOUSE Gapdh 35,8 42,94 10 32 2,46E+08 45,65 10 30 3,66E+08 42,94 10 29 1,87E+08
gi|22002065|sp|P47962.3|RL5_MOUSE Rpl5 34,4 31,99 11 32 1,06E+08 35,35 13 34 1,40E+08 31,99 12 35 1,72E+08

gi|81880390|sp|Q9CQN7.1|RM41_MOUSE Mrpl41 15,3 57,04 7 18 1,76E+08 34,07 4 5 3,83E+07 62,22 8 18 1,50E+08
gi|3122833|sp|P97461.3|RS5_MOUSE Rps5 22,9 27,45 5 10 6,32E+07 27,45 6 29 2,47E+08 35,29 9 22 1,50E+08
gi|1703188|sp|P51881.3|ADT2_MOUSE Slc25a5 32,9 16,11 5 11 4,36E+07 28,19 9 15 2,08E+08 23,49 8 14 1,42E+08

gi|341940836|sp|Q9WTL4.2|INSRR_MOUSE Insrr 144,8 0 0 0,00E+00 0 0 0,00E+00 0,62 2 2 1,31E+08
gi|341940334|sp|P47774.2|CCR7_MOUSE Ccr7 42,8 0 0 0,00E+00 0 0 0,00E+00 8,47 3 6 1,16E+08
gi|45477334|sp|Q9ERU3.2|ZNF22_MOUSE Zfp422 27,3 33,76 8 20 6,12E+07 45,99 13 29 1,47E+08 37,13 9 23 1,11E+08
gi|22001919|sp|Q9JJI8.3|RL38_MOUSE Rpl38 8,2 32,86 4 5 5,71E+07 32,86 4 9 1,40E+08 32,86 4 6 1,07E+08
gi|2506545|sp|P20029.3|GRP78_MOUSE Hspa5 72,4 41,53 24 44 1,02E+08 43,51 27 45 1,95E+08 42,75 24 38 9,73E+07
gi|21903459|sp|P51410.2|RL9_MOUSE Rpl9 21,9 22,92 4 7 2,22E+07 22,92 4 12 8,79E+07 29,17 5 14 9,34E+07
gi|547923|sp|P35700.1|PRDX1_MOUSE Prdx1 22,2 21,11 4 9 9,85E+07 45,73 10 16 1,29E+08 41,21 9 14 8,62E+07
gi|54036480|sp|Q6IRU2.3|TPM4_MOUSE Tpm4 28,5 0 0 0,00E+00 49,60 17 36 2,10E+08 52,02 18 32 8,43E+07
gi|116849|sp|P18760.3|COF1_MOUSE Cfl1 18,5 52,41 7 12 1,42E+08 42,17 7 11 1,86E+08 27,11 3 7 8,37E+07

gi|20139648|sp|Q99N91.1|RM34_MOUSE Mrpl34 10,5 0 0 0,00E+00 0 0 0,00E+00 23,91 2 4 6,70E+07
gi|341940436|sp|Q61656.2|DDX5_MOUSE Ddx5 69,2 9,93 7 9 4,06E+07 25,57 16 22 1,13E+08 19,38 13 17 6,69E+07
gi|416677|sp|Q03265.1|ATPA_MOUSE Atp5a1 59,7 13,56 6 8 2,52E+07 24,59 11 18 9,35E+07 26,22 12 18 6,66E+07

gi|23396881|sp|Q9JHJ0.1|TMOD3_MOUSE Tmod3 39,5 0 0 0,00E+00 48,01 20 53 9,61E+08 34,66 12 16 6,54E+07
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gi|146345448|sp|P52480.4|KPYM_MOUSE Pkm 57,8 35,78 16 27 1,17E+08 34,09 16 24 1,70E+08 40,11 17 22 6,25E+07
gi|83305636|sp|Q8K2Y7.2|RM47_MOUSE Mrpl47 29,7 28,97 8 19 3,93E+07 11,51 3 3 6,91E+06 25,00 7 17 6,23E+07
gi|47605546|sp|Q9DB20.1|ATPO_MOUSE Atp5o 23,3 23,00 4 9 4,56E+07 15,02 3 8 9,56E+07 31,92 6 10 6,20E+07
gi|158518540|sp|Q04750.2|TOP1_MOUSE Top1 90,8 4,95 3 4 4,95E+06 5,74 4 5 8,01E+06 28,03 20 32 6,15E+07
gi|13637776|sp|P17182.3|ENOA_MOUSE Eno1 47,1 45,39 15 29 9,51E+07 47,24 16 28 1,58E+08 41,24 14 24 6,12E+07
gi|28381362|sp|P13020.3|GELS_MOUSE Gsn 85,9 3,08 2 2 3,28E+06 47,56 31 127 2,07E+09 19,87 9 12 5,68E+07

gi|145566796|sp|Q3THE2.2|ML12B_MOUSE Myl12b 19,8 0 0 0,00E+00 62,21 8 31 5,47E+08 40,12 6 9 5,66E+07
gi|32130449|sp|P35979.2|RL12_MOUSE Rpl12 17,8 63,64 8 11 4,74E+07 53,94 7 15 9,01E+07 53,94 7 10 5,36E+07
gi|399173|sp|P31725.3|S10A9_MOUSE S100a9 13,0 38,94 5 10 8,82E+07 31,86 3 7 6,30E+07 28,32 4 7 5,11E+07
gi|24212382|sp|Q9D2R8.1|RT33_MOUSE Mrps33 12,5 33,96 4 9 4,23E+07 33,96 4 9 6,10E+07 33,96 4 8 4,83E+07
gi|73920210|sp|P35550.2|FBRL_MOUSE Fbl 34,3 25,99 9 12 3,15E+07 26,91 8 13 5,49E+07 22,63 8 13 4,79E+07
gi|18202241|sp|O88593.1|PGRP1_MOUSE Pglyrp1 20,5 0 0 0,00E+00 0 0 0,00E+00 17,58 2 2 4,73E+07
gi|126048|sp|P06151.3|LDHA_MOUSE Ldha 36,5 24,40 7 11 6,58E+07 12,35 4 5 7,04E+07 21,39 7 9 4,33E+07

gi|38258939|sp|Q64339.4|ISG15_MOUSE Isg15 17,9 16,77 2 3 2,19E+07 40,37 4 8 2,20E+08 16,77 2 4 4,30E+07
gi|18203578|sp|Q9WVK4.1|EHD1_MOUSE Ehd1 60,6 0 0 0,00E+00 0 0 0,00E+00 32,96 13 14 4,25E+07
gi|1346247|sp|P10922.4|H10_MOUSE H1f0 20,8 15,98 3 8 8,79E+07 20,62 4 6 1,20E+08 15,98 3 5 4,16E+07

gi|17376706|sp|Q61543.1|GSLG1_MOUSE Glg1 133,6 14,89 18 28 3,25E+07 0 0 0,00E+00 16,17 20 31 4,09E+07
gi|1709972|sp|P53026.3|RL10A_MOUSE Rpl10a 24,9 19,82 5 8 2,52E+07 9,68 3 5 4,25E+07 19,82 6 8 4,03E+07
gi|729000|sp|Q99020.1|ROAA_MOUSE Hnrnpab 30,8 15,44 4 8 3,94E+07 18,95 5 9 5,77E+07 18,95 5 8 3,74E+07
gi|81904744|sp|Q9D1I6.1|RM14_MOUSE Mrpl14 15,9 24,14 3 6 1,77E+07 38,62 5 8 4,05E+07 42,07 5 7 3,70E+07
gi|1346470|sp|P19973.2|LSP1_MOUSE Lsp1 36,7 0 0 0,00E+00 59,09 16 51 9,20E+08 28,48 7 11 3,43E+07
gi|126599|sp|P17897.1|LYZ1_MOUSE Lyz1 16,8 12,16 2 4 5,70E+07 12,16 2 3 3,01E+07 12,16 2 3 3,41E+07

gi|81871888|sp|Q5SUA5.1|MYO1G_MOUSE Myo1g 117,2 0 0 0,00E+00 55,18 50 175 1,21E+09 17,97 15 22 3,39E+07
gi|29840803|sp|Q61233.4|PLSL_MOUSE Lcp1 70,1 16,11 8 9 2,43E+07 36,04 18 25 1,06E+08 18,02 10 11 3,19E+07

gi|123783231|sp|Q3TEA8.1|HP1B3_MOUSE Hp1bp3 60,8 5,23 3 5 7,25E+06 18,05 10 16 3,54E+07 15,16 8 14 3,17E+07
gi|30316201|sp|Q8BG05.1|ROA3_MOUSE Hnrnpa3 39,6 16,89 5 7 1,97E+07 20,84 6 10 5,72E+07 24,27 7 11 3,09E+07
gi|81916834|sp|Q9CX86.1|ROA0_MOUSE Hnrnpa0 30,5 8,85 2 3 1,28E+07 18,69 5 9 6,32E+07 21,31 5 8 3,04E+07
gi|81917122|sp|Q9D945.1|LLPH_MOUSE Llph 15,4 29,23 3 5 1,96E+07 49,23 6 14 8,23E+07 43,85 5 10 2,99E+07
gi|60390645|sp|Q9DCN2.3|NB5R3_MOUSE Cyb5r3 34,1 21,59 7 11 2,84E+07 18,60 6 12 6,97E+07 27,91 8 11 2,84E+07
gi|32363402|sp|Q9DCJ5.3|NDUA8_MOUSE Ndufa8 20,0 35,47 5 11 3,10E+07 36,63 5 12 5,63E+07 43,02 6 9 2,58E+07
gi|81869559|sp|Q9QZQ8.3|H2AY_MOUSE H2afy 39,7 0 0 0,00E+00 0 0 0,00E+00 7,80 2 3 2,57E+07
gi|1168737|sp|Q09200.1|B4GN1_MOUSE B4galnt1 59,2 0 0 0,00E+00 0 0 0,00E+00 16,14 9 10 2,50E+07
gi|76364159|sp|Q78IK4.1|APOOL_MOUSE Apool 29,2 0 0 0,00E+00 9,06 2 3 2,54E+07 24,53 5 5 2,48E+07
gi|1345696|sp|P47754.3|CAZA2_MOUSE Capza2 32,9 0 0 0,00E+00 65,38 14 26 5,30E+08 15,38 3 4 2,46E+07
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gi|34925411|sp|Q9CR47.1|NSA2_MOUSE Nsa2 30,0 0 0 0,00E+00 12,31 3 4 2,00E+07 17,31 5 6 2,40E+07
gi|118105|sp|P17742.2|PPIA_MOUSE Ppia 18,0 10,98 2 3 3,51E+07 21,95 4 4 5,30E+07 10,98 2 3 2,22E+07

gi|81914411|sp|Q8CH25.1|SLTM_MOUSE Sltm 116,8 8,92 8 13 1,65E+07 9,70 9 12 2,42E+07 11,35 10 16 2,19E+07
gi|115602|sp|P07091.1|S10A4_MOUSE S100a4 11,7 0 0 0,00E+00 16,83 2 2 2,70E+07 16,83 2 3 2,14E+07
gi|1705635|sp|P28293.2|CATG_MOUSE Ctsg 29,1 9,58 2 2 2,81E+06 0 0 0,00E+00 16,86 4 7 2,08E+07
gi|417489|sp|P23506.3|PIMT_MOUSE Pcmt1 24,6 28,63 5 9 2,84E+07 38,77 5 11 6,62E+07 23,79 4 7 2,07E+07
gi|1705560|sp|P54751.1|SIA4A_MOUSE St3gal1 39,0 0 0 0,00E+00 0 0 0,00E+00 16,32 5 5 2,05E+07
gi|341941148|sp|P08752.5|GNAI2_MOUSE Gnai2 40,5 0 0 0,00E+00 0 0 0,00E+00 4,79 2 3 2,03E+07
gi|81916767|sp|Q9CQP0.1|RM33_MOUSE Mrpl33 7,4 0 0 0,00E+00 0 0 0,00E+00 41,54 3 4 2,01E+07
gi|341940350|sp|Q99LL3.2|CHSTC_MOUSE Chst12 49,4 0 0 0,00E+00 0 0 0,00E+00 7,40 2 2 1,97E+07
gi|118573686|sp|Q8VDT9.2|RM50_MOUSE Mrpl50 18,2 49,69 6 8 3,85E+07 0 0 0,00E+00 25,79 3 4 1,95E+07
gi|338818072|sp|E9Q557.1|DESP_MOUSE Dsp 332,7 2,57 7 7 5,72E+06 2,53 7 7 4,67E+06 6,00 17 17 1,89E+07
gi|41688745|sp|O08784.1|TCOF_MOUSE Tcof1 134,9 6,14 6 16 7,02E+07 3,86 4 6 1,74E+07 4,70 5 10 1,87E+07
gi|408360268|sp|P38647.3|GRP75_MOUSE Hspa9 73,4 10,31 5 7 1,13E+07 21,21 12 17 2,16E+07 20,77 11 13 1,86E+07
gi|113951|sp|P07356.2|ANXA2_MOUSE Anxa2 38,7 10,32 3 4 4,05E+07 21,53 7 8 5,99E+07 10,32 3 4 1,81E+07
gi|83305343|sp|Q02257.3|PLAK_MOUSE Jup 81,7 5,77 4 4 5,00E+06 11,95 8 8 1,17E+07 13,42 10 11 1,78E+07
gi|128843|sp|P09405.2|NUCL_MOUSE Ncl 76,7 3,68 3 4 1,01E+07 12,16 8 11 3,49E+07 15,42 10 12 1,71E+07
gi|550544292|sp|P47878.2|IBP3_MOUSE Igfbp3 31,7 6,16 2 6 9,99E+06 8,90 3 8 1,73E+07 8,90 3 8 1,63E+07
gi|81880358|sp|Q9CQ06.1|RM24_MOUSE Mrpl24 24,9 12,50 3 3 1,44E+07 0 0 0,00E+00 25,00 5 5 1,62E+07
gi|613504943|sp|Q9QXS1.3|PLEC_MOUSE Plec 533,9 0 0 0,00E+00 2,64 11 14 1,18E+07 0,66 3 6 1,62E+07
gi|21263432|sp|Q91VR2.1|ATPG_MOUSE Atp5c1 32,9 0 0 0,00E+00 14,77 4 6 2,52E+07 11,07 3 5 1,61E+07
gi|2500582|sp|Q61937.1|NPM_MOUSE Npm1 32,5 8,90 3 4 7,99E+06 14,04 5 8 2,06E+07 11,30 4 6 1,60E+07

gi|408360135|sp|Q00PI9.2|HNRL2_MOUSE Hnrnpul2 84,9 1,74 2 4 8,48E+06 0 0 0,00E+00 8,32 6 7 1,56E+07
gi|45477105|sp|Q810Q5.1|NMES1_MOUSE AA467197 9,6 46,99 4 7 2,65E+07 46,99 4 5 2,46E+07 28,92 3 3 1,52E+07
gi|341940433|sp|Q91VN6.2|DDX41_MOUSE Ddx41 69,8 0 0 0,00E+00 27,49 15 18 5,79E+07 9,32 6 7 1,49E+07

gi|2829839|sp|P97430.1|SLPI_MOUSE Slpi 14,3 12,98 2 2 9,21E+06 0 0 0,00E+00 12,98 2 2 1,48E+07
gi|21759257|sp|Q8VEM8.1|MPCP_MOUSE Slc25a3 39,6 0 0 0,00E+00 0 0 0,00E+00 5,32 2 3 1,47E+07
gi|81880345|sp|Q9CPT5.1|NOP16_MOUSE Nop16 21,1 0 0 0,00E+00 8,43 2 3 1,26E+07 24,16 4 6 1,43E+07
gi|46397808|sp|O89053.5|COR1A_MOUSE Coro1a 51,0 6,94 3 5 1,48E+07 6,94 3 5 1,76E+07 10,85 5 7 1,41E+07
gi|114290|sp|P16460.1|ASSY_MOUSE Ass1 46,6 9,71 4 5 1,39E+07 14,81 9 11 4,39E+07 13,11 6 7 1,40E+07

gi|215273926|sp|P24369.2|PPIB_MOUSE Ppib 23,7 0 0 0,00E+00 9,26 2 2 1,51E+07 16,67 4 4 1,37E+07
gi|417240|sp|P32067.1|LA_MOUSE Ssb 47,7 7,71 3 3 3,02E+06 7,47 3 3 3,26E+06 9,64 4 6 1,34E+07

gi|24212379|sp|Q99N87.1|RT05_MOUSE Mrps5 48,2 4,86 2 4 1,25E+07 0 0 0,00E+00 8,56 4 6 1,34E+07
gi|85695427|sp|Q9D1B9.3|RM28_MOUSE Mrpl28 30,2 8,56 2 6 1,71E+07 0 0 0,00E+00 12,06 3 5 1,31E+07
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gi|20139649|sp|Q99N92.1|RM27_MOUSE Mrpl27 15,9 0 0 0,00E+00 0 0 0,00E+00 22,97 3 4 1,25E+07
gi|71153525|sp|Q08288.2|LYAR_MOUSE Lyar 43,7 0 0 0,00E+00 0 0 0,00E+00 18,56 6 7 1,25E+07
gi|50401030|sp|Q8BG81.1|PDIP3_MOUSE Poldip3 46,1 10,00 4 6 6,00E+06 18,57 8 15 2,02E+07 18,57 9 12 1,23E+07
gi|124028629|sp|O88569.2|ROA2_MOUSE Hnrnpa2b1 37,4 9,07 3 5 1,19E+07 16,43 5 7 2,69E+07 11,61 4 5 1,21E+07
gi|48474242|sp|O08583.3|THOC4_MOUSE Alyref 26,9 8,24 2 3 1,18E+07 8,24 2 3 1,51E+07 19,22 4 4 1,18E+07
gi|218512147|sp|Q9WVA4.4|TAGL2_MOUSE Tagln2 22,4 21,11 4 5 1,41E+07 9,55 2 3 2,56E+07 15,58 3 4 1,17E+07
gi|66773932|sp|Q91XV3.3|BASP1_MOUSE Basp1 22,1 21,68 3 3 8,27E+06 27,88 4 4 1,44E+07 27,88 4 5 1,15E+07
gi|127294|sp|P24668.1|MPRD_MOUSE M6pr 31,2 11,51 3 3 1,26E+07 0 0 0,00E+00 11,51 3 3 1,14E+07
gi|462608|sp|P26041.3|MOES_MOUSE Msn 67,7 14,56 10 11 2,17E+07 10,92 7 7 2,65E+07 9,71 7 7 1,14E+07
gi|20455479|sp|P56480.2|ATPB_MOUSE Atp5b 56,3 8,88 3 3 7,46E+06 16,07 6 7 2,83E+08 11,15 4 4 1,13E+07
gi|33516945|sp|Q60668.2|HNRPD_MOUSE Hnrnpd 38,3 0 0 0,00E+00 5,07 2 2 1,55E+07 5,07 2 2 1,12E+07
gi|32363398|sp|Q9CQZ5.1|NDUA6_MOUSE Ndufa6 15,3 25,19 3 4 2,11E+07 0 0 0,00E+00 19,08 2 2 1,12E+07
gi|156633648|sp|Q8R2N0.2|TAP26_MOUSE Ccdc59 28,0 0 0 0,00E+00 9,17 2 2 1,02E+07 9,17 2 2 1,11E+07
gi|302425115|sp|A2AJ15.1|MA1B1_MOUSE Man1b1 75,1 0 0 0,00E+00 0 0 0,00E+00 7,14 5 5 1,09E+07
gi|134881|sp|P16254.1|SRP14_MOUSE Srp14 12,5 0 0 0,00E+00 23,64 2 2 1,13E+07 31,82 3 3 1,04E+07
gi|81878886|sp|Q8R1F0.1|L10K_MOUSE D8Ertd738e 10,2 0 0 0,00E+00 0 0 0,00E+00 25,53 3 3 1,01E+07
gi|21362534|sp|Q9D903.1|EBP2_MOUSE Ebna1bp2 34,7 0 0 0,00E+00 0 0 0,00E+00 9,15 3 4 1,01E+07
gi|408360150|sp|Q9JKF1.2|IQGA1_MOUSE Iqgap1 188,6 0 0 0,00E+00 38,93 54 92 3,20E+08 2,72 3 3 9,71E+06
gi|20140237|sp|Q9D8Y0.1|EFHD2_MOUSE Efhd2 26,8 0 0 0,00E+00 67,50 16 58 1,51E+09 10,83 2 2 9,65E+06
gi|62510933|sp|Q922R8.3|PDIA6_MOUSE Pdia6 48,1 0 0 0,00E+00 0 0 0,00E+00 6,36 2 2 9,31E+06
gi|81881612|sp|Q9D8M4.1|RL7L_MOUSE Rpl7l1 28,5 0 0 0,00E+00 0 0 0,00E+00 6,91 2 2 9,22E+06
gi|113607|sp|P05064.2|ALDOA_MOUSE Aldoa 39,3 32,14 10 13 5,03E+07 23,08 7 9 3,11E+07 16,48 6 7 9,17E+06
gi|20140777|sp|Q9CQ69.3|QCR8_MOUSE Uqcrq 9,8 29,27 4 5 1,15E+07 29,27 4 10 3,02E+07 45,12 5 7 9,13E+06
gi|729023|sp|P24452.2|CAPG_MOUSE Capg 39,2 15,63 5 7 2,25E+07 9,09 3 5 6,34E+07 9,09 3 4 9,02E+06

gi|24212196|sp|Q99N85.1|RT18A_MOUSE Mrps18a 22,3 0 0 0,00E+00 0 0 0,00E+00 12,76 3 3 8,72E+06
gi|462064|sp|Q05816.3|FABP5_MOUSE Fabp5 15,1 13,33 2 2 1,56E+07 13,33 2 2 1,82E+07 13,33 2 2 8,54E+06
gi|3913473|sp|O70503.1|DHB12_MOUSE Hsd17b12 34,7 4,81 2 3 3,73E+06 9,94 3 6 1,22E+07 9,94 3 6 8,33E+06
gi|30913111|sp|Q99M87.1|DNJA3_MOUSE Dnaja3 52,4 0 0 0,00E+00 0 0 0,00E+00 5,00 2 2 8,30E+06
gi|1350822|sp|P49312.2|ROA1_MOUSE Hnrnpa1 34,2 0 0 0,00E+00 16,88 4 6 1,11E+07 12,81 3 4 8,30E+06
gi|113945|sp|P10107.2|ANXA1_MOUSE Anxa1 38,7 5,49 2 2 1,41E+07 5,49 2 3 2,23E+07 5,49 2 2 7,89E+06

gi|24636295|sp|Q9D8B3.2|CHM4B_MOUSE Chmp4b 24,9 10,71 2 3 7,49E+06 10,71 2 3 6,10E+06 10,71 2 3 7,86E+06
gi|60416372|sp|Q61495.2|DSG1A_MOUSE Dsg1a 114,5 1,99 2 2 9,72E+06 0 0 0,00E+00 1,51 2 2 7,79E+06
gi|81917732|sp|Q9QYL7.1|ABT1_MOUSE Abt1 30,6 0 0 0,00E+00 0 0 0,00E+00 7,43 2 2 7,50E+06
gi|353678156|sp|D3YXK2.2|SAFB1_MOUSE Safb 105,0 2,35 3 3 4,50E+06 2,35 3 4 1,34E+07 3,09 3 4 7,11E+06
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gi|6094376|sp|P70279.1|SURF6_MOUSE Surf6 41,2 0 0 0,00E+00 0 0 0,00E+00 10,14 4 4 6,71E+06
gi|122239|sp|P14483.1|HB2A_MOUSE H2-Ab1 30,1 0 0 0,00E+00 18,49 4 4 1,80E+07 9,43 2 2 6,67E+06

gi|90185245|sp|Q69ZN6.2|GNPTA_MOUSE Gnptab 140,9 0 0 0,00E+00 0 0 0,00E+00 1,38 2 3 6,64E+06
gi|110825747|sp|P52875.2|TM165_MOUSE Tmem165 34,8 0 0 0,00E+00 0 0 0,00E+00 8,36 2 2 6,54E+06
gi|50401658|sp|Q99N89.1|RM43_MOUSE Mrpl43 20,2 14,21 3 4 6,70E+06 0 0 0,00E+00 10,38 2 3 6,52E+06
gi|341942168|sp|Q64012.3|RALY_MOUSE Raly 33,2 0 0 0,00E+00 0 0 0,00E+00 6,73 2 2 6,38E+06
gi|416621|sp|P32261.1|ANT3_MOUSE Serpinc1 52,0 9,46 5 5 2,94E+07 4,30 2 2 1,51E+07 3,44 2 2 6,16E+06
gi|2494835|sp|Q64692.1|SIA8D_MOUSE St8sia4 41,2 0 0 0,00E+00 0 0 0,00E+00 11,98 4 5 6,10E+06
gi|1345668|sp|P47757.3|CAPZB_MOUSE Capzb 31,3 0 0 0,00E+00 43,32 14 43 4,28E+08 10,47 3 3 6,08E+06
gi|71151920|sp|Q91VE6.1|MK67I_MOUSE Nifk 36,2 0 0 0,00E+00 0 0 0,00E+00 8,20 2 2 6,04E+06
gi|52782750|sp|Q9CPQ8.1|ATP5L_MOUSE Atp5l 11,4 0 0 0,00E+00 0 0 0,00E+00 25,24 2 2 5,90E+06
gi|12230747|sp|O88342.3|WDR1_MOUSE Wdr1 66,4 0 0 0,00E+00 0 0 0,00E+00 6,93 4 4 5,89E+06
gi|54041950|sp|Q99N94.2|RM09_MOUSE Mrpl9 30,2 10,94 3 3 5,54E+06 0 0 0,00E+00 7,92 2 2 5,77E+06
gi|3913652|sp|O09046.1|OXLA_MOUSE Il4i1 70,1 0 0 0,00E+00 0 0 0,00E+00 3,81 2 2 5,59E+06

gi|341941149|sp|Q8BTM8.5|FLNA_MOUSE Flna 281,0 1,40 3 3 2,60E+06 6,16 13 13 1,46E+07 2,46 5 5 5,10E+06
gi|73620958|sp|Q62095.2|DDX3Y_MOUSE Ddx3y 73,4 0 0 0,00E+00 6,08 4 5 1,66E+07 4,86 3 3 5,02E+06
gi|13633865|sp|Q9QUI0.1|RHOA_MOUSE Rhoa 21,8 0 0 0,00E+00 8,29 2 2 5,27E+06 22,28 5 8 4,88E+06
gi|158705865|sp|A2AJI0.1|MA7D1_MOUSE Map7d1 93,2 9,34 7 9 8,78E+06 6,38 5 8 9,65E+06 2,36 2 3 4,84E+06
gi|81880318|sp|Q99N93.1|RM16_MOUSE Mrpl16 28,8 0 0 0,00E+00 0 0 0,00E+00 10,76 2 2 4,84E+06
gi|37999719|sp|Q8R0X7.1|SGPL1_MOUSE Sgpl1 63,6 0 0 0,00E+00 0 0 0,00E+00 5,81 3 3 4,82E+06
gi|122134|sp|P14430.1|HA18_MOUSE H2-Q8 37,4 8,90 3 3 8,62E+06 0 0 0,00E+00 5,83 2 2 4,79E+06
gi|18202285|sp|P58252.2|EF2_MOUSE Eef2 95,3 4,66 4 4 5,38E+06 2,10 2 2 1,05E+07 2,91 3 3 4,51E+06
gi|548926|sp|P30882.2|CCL5_MOUSE Ccl5 10,1 0 0 0,00E+00 0 0 0,00E+00 20,88 2 2 4,50E+06

gi|119364598|sp|P54987.2|IRG1_MOUSE Irg1 53,7 3,28 2 2 2,64E+06 0 0 0,00E+00 7,38 4 4 4,48E+06
gi|226693542|sp|Q9WTI7.2|MYO1C_MOUSE Myo1c 121,9 0 0 0,00E+00 20,13 17 21 6,89E+07 2,54 2 2 4,06E+06
gi|3024089|sp|Q61792.1|LASP1_MOUSE Lasp1 30,0 5,32 2 2 1,72E+06 0 0 0,00E+00 10,27 3 3 3,65E+06
gi|20455216|sp|Q9Z204.1|HNRPC_MOUSE Hnrnpc 34,4 0 0 0,00E+00 18,53 7 8 2,41E+07 7,03 2 2 3,61E+06
gi|62510510|sp|Q9CRB9.1|CHCH3_MOUSE Chchd3 26,3 15,42 3 4 3,11E+06 8,81 2 3 4,13E+06 8,81 2 3 3,61E+06
gi|46395721|sp|Q7TPR4.1|ACTN1_MOUSE Actn1 103,0 0 0 0,00E+00 40,13 32 52 1,22E+08 1,91 2 2 3,59E+06
gi|62510642|sp|Q8CI11.2|GNL3_MOUSE Gnl3 60,7 0 0 0,00E+00 4,65 2 3 3,46E+06 7,62 4 4 3,58E+06

gi|85701216|sp|Q9CW46.2|RAVR1_MOUSE Raver1 79,3 0 0 0,00E+00 0 0 0,00E+00 2,67 2 2 3,50E+06
gi|52783420|sp|Q9CQI7.1|RU2B_MOUSE Snrpb2 25,3 0 0 0,00E+00 0 0 0,00E+00 11,56 2 2 3,36E+06
gi|81880411|sp|Q9CR59.1|G45IP_MOUSE Gadd45gip1 25,8 8,56 2 3 1,57E+07 0 0 0,00E+00 8,56 2 2 3,30E+06
gi|25089776|sp|Q9DCX2.3|ATP5H_MOUSE Atp5h 18,7 0 0 0,00E+00 0 0 0,00E+00 13,04 2 2 3,24E+06
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gi|71153826|sp|Q7TPV4.2|MBB1A_MOUSE Mybbp1a 151,9 0 0 0,00E+00 0 0 0,00E+00 1,93 2 2 3,14E+06
gi|341942181|sp|P14685.3|PSMD3_MOUSE Psmd3 60,7 0 0 0,00E+00 0 0 0,00E+00 6,79 3 3 2,79E+06
gi|83305135|sp|P52503.2|NDUS6_MOUSE Ndufs6 13,0 0 0 0,00E+00 22,41 2 2 5,70E+06 22,41 2 2 2,52E+06
gi|1351218|sp|P47226.1|TES_MOUSE Tes 48,0 0 0 0,00E+00 0 0 0,00E+00 5,44 2 2 2,33E+06

gi|52783213|sp|Q9CY58.2|PAIRB_MOUSE Serbp1 44,7 0 0 0,00E+00 0 0 0,00E+00 6,63 2 2 2,29E+06
gi|341940926|sp|P27046.2|MA2A1_MOUSE Man2a1 131,5 0 0 0,00E+00 0 0 0,00E+00 1,48 2 2 1,96E+06
gi|135835|sp|P26350.2|PTMA_MOUSE Ptma 12,2 13,51 3 3 4,12E+06 13,51 3 4 9,37E+06 13,51 3 3 1,76E+06

gi|61211930|sp|Q9EP78.1|CHST7_MOUSE Chst7 54,7 0 0 0,00E+00 0 0 0,00E+00 2,48 2 2 1,71E+06
gi|81896062|sp|Q8BGZ7.1|K2C75_MOUSE Krt75 59,7 15,97 12 26 8,80E+08 0 0 0,00E+00 0 0 0,00E+00
gi|123797712|sp|Q8VED5.2|K2C79_MOUSE Krt79 57,5 9,42 9 30 7,32E+08 0 0 0,00E+00 0 0 0,00E+00

gi|549078|sp|P10639.3|THIO_MOUSE Txn1 11,7 20,95 2 3 4,47E+07 0 0 0,00E+00 0 0 0,00E+00
gi|48428148|sp|Q9CPQ1.3|COX6C_MOUSE Cox6c 8,5 11,84 2 3 3,38E+07 21,05 3 4 5,09E+07 0 0 0,00E+00
gi|146345481|sp|P09411.4|PGK1_MOUSE Pgk1 44,5 16,79 5 6 3,04E+07 16,79 5 5 3,56E+07 0 0 0,00E+00
gi|341941244|sp|P49290.2|PERE_MOUSE Epx 81,3 9,36 7 10 2,60E+07 3,07 2 2 6,51E+06 0 0 0,00E+00
gi|20141789|sp|P99029.2|PRDX5_MOUSE Prdx5 21,9 23,81 4 4 1,85E+07 15,71 3 4 1,51E+07 0 0 0,00E+00
gi|119362|sp|P08113.2|ENPL_MOUSE Hsp90b1 92,4 5,24 4 4 1,66E+07 7,48 6 7 2,20E+07 0 0 0,00E+00

gi|32363397|sp|Q9CQC7.3|NDUB4_MOUSE Ndufb4 15,1 35,66 3 3 1,65E+07 0 0 0,00E+00 0 0 0,00E+00
gi|21362904|sp|Q9CYH6.1|RRS1_MOUSE Rrs1 41,5 5,48 2 2 1,38E+07 0 0 0,00E+00 0 0 0,00E+00
gi|730956|sp|P40142.1|TKT_MOUSE Tkt 67,6 9,47 6 6 1,31E+07 6,58 4 6 1,85E+07 0 0 0,00E+00

gi|21759077|sp|Q9CQI6.3|COTL1_MOUSE Cotl1 15,9 11,27 2 3 1,18E+07 11,27 2 3 2,25E+07 0 0 0,00E+00
gi|341940630|sp|Q9WV32.4|ARC1B_MOUSE Arpc1b 41,0 8,33 2 3 1,17E+07 42,74 16 33 4,96E+08 0 0 0,00E+00

gi|117502|sp|P14211.1|CALR_MOUSE Calr 48,0 5,29 3 3 1,12E+07 6,49 3 3 2,07E+07 0 0 0,00E+00
gi|32130423|sp|P51174.2|ACADL_MOUSE Acadl 47,9 5,58 2 2 1,05E+07 13,49 5 5 3,71E+07 0 0 0,00E+00
gi|341941197|sp|O35375.2|NRP2_MOUSE Nrp2 104,6 2,79 2 4 9,26E+06 0 0 0,00E+00 0 0 0,00E+00
gi|41017793|sp|Q9CQL5.1|RM18_MOUSE Mrpl18 20,7 11,67 2 3 7,88E+06 0 0 0,00E+00 0 0 0,00E+00
gi|2500566|sp|P97425.1|ECP2_MOUSE Ear2 17,6 12,18 2 2 7,31E+06 0 0 0,00E+00 0 0 0,00E+00
gi|353526354|sp|P17751.4|TPIS_MOUSE Tpi1 32,2 13,38 3 5 7,13E+06 16,72 4 6 1,47E+07 0 0 0,00E+00
gi|114930|sp|P28667.2|MRP_MOUSE Marcksl1 20,2 14,00 2 2 7,11E+06 14,00 2 2 1,67E+07 0 0 0,00E+00

gi|1351942|sp|P48036.1|ANXA5_MOUSE Anxa5 35,7 12,54 5 5 6,99E+06 11,29 4 4 1,39E+07 0 0 0,00E+00
gi|341941239|sp|P09103.2|PDIA1_MOUSE P4hb 57,0 6,29 3 4 6,65E+06 4,72 2 2 1,09E+07 0 0 0,00E+00
gi|46396655|sp|Q9EQU5.1|SET_MOUSE Set 33,4 8,30 2 2 5,96E+06 0 0 0,00E+00 0 0 0,00E+00
gi|341940830|sp|Q64282.2|IFIT1_MOUSE Ifit1 53,7 6,05 2 2 5,03E+06 0 0 0,00E+00 0 0 0,00E+00
gi|68566057|sp|Q8VIJ6.1|SFPQ_MOUSE Sfpq 75,4 4,15 2 2 5,01E+06 0 0 0,00E+00 0 0 0,00E+00
gi|81903502|sp|Q9CPY1.1|RM51_MOUSE Mrpl51 15,1 17,97 3 3 4,08E+06 0 0 0,00E+00 0 0 0,00E+00
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gi|1708259|sp|P30681.3|HMGB2_MOUSE Hmgb2 24,1 13,81 2 2 3,96E+06 0 0 0,00E+00 0 0 0,00E+00
gi|2851596|sp|Q93092.2|TALDO_MOUSE Taldo1 37,4 5,04 2 2 3,91E+06 5,04 2 2 3,15E+06 0 0 0,00E+00
gi|2494703|sp|Q61599.3|GDIR2_MOUSE Arhgdib 22,8 10,50 2 2 3,80E+06 0 0 0,00E+00 0 0 0,00E+00
gi|17368619|sp|Q99ME9.3|NOG1_MOUSE Gtpbp4 74,1 2,84 2 2 2,47E+06 0 0 0,00E+00 0 0 0,00E+00
gi|71151983|sp|Q6URW6.1|MYH14_MOUSE Myh14 228,4 0 0 0,00E+00 4,95 12 53 7,23E+09 0 0 0,00E+00
gi|47116573|sp|Q99JY9.3|ARP3_MOUSE Actr3 47,3 0 0 0,00E+00 45,69 17 43 5,70E+08 0 0 0,00E+00

gi|110825706|sp|Q9CVB6.3|ARPC2_MOUSE Arpc2 34,3 0 0 0,00E+00 64,00 20 57 5,70E+08 0 0 0,00E+00
gi|34223730|sp|P47753.4|CAZA1_MOUSE Capza1 32,9 0 0 0,00E+00 65,03 14 24 5,01E+08 0 0 0,00E+00
gi|59799524|sp|Q9JJ28.1|FLII_MOUSE Flii 144,7 0 0 0,00E+00 2,52 3 4 4,26E+08 0 0 0,00E+00

gi|62510460|sp|Q9CPW4.3|ARPC5_MOUSE Arpc5 16,3 0 0 0,00E+00 53,64 8 15 3,91E+08 0 0 0,00E+00
gi|62899893|sp|Q9JM76.3|ARPC3_MOUSE Arpc3 20,5 0 0 0,00E+00 30,90 6 23 2,84E+08 0 0 0,00E+00
gi|38372251|sp|Q99MU3.2|DSRAD_MOUSE Adar 130,4 0 0 0,00E+00 2,89 3 3 2,42E+08 0 0 0,00E+00
gi|341940983|sp|Q99104.2|MYO5A_MOUSE Myo5a 215,4 0 0 0,00E+00 28,01 52 82 1,48E+08 0 0 0,00E+00
gi|21903382|sp|P48962.4|ADT1_MOUSE Slc25a4 32,9 0 0 0,00E+00 16,78 5 12 1,35E+08 0 0 0,00E+00
gi|13123946|sp|P57780.1|ACTN4_MOUSE Actn4 104,9 0 0 0,00E+00 34,54 27 37 1,06E+08 0 0 0,00E+00
gi|81879596|sp|Q91WK0.1|LRRF2_MOUSE Lrrfip2 47,1 0 0 0,00E+00 22,17 9 13 6,11E+07 0 0 0,00E+00
gi|62899673|sp|O70200.1|AIF1_MOUSE Aif1 16,9 0 0 0,00E+00 26,53 4 5 5,93E+07 0 0 0,00E+00

gi|24638218|sp|Q91VW3.1|SH3L3_MOUSE Sh3bgrl3 10,5 0 0 0,00E+00 26,88 2 3 5,32E+07 0 0 0,00E+00
gi|24211558|sp|Q9QYB1.3|CLIC4_MOUSE Clic4 28,7 0 0 0,00E+00 5,53 2 3 3,55E+07 0 0 0,00E+00
gi|3913581|sp|Q61878.1|PRG2_MOUSE Prg2 24,2 0 0 0,00E+00 13,45 3 5 3,17E+07 0 0 0,00E+00
gi|341940610|sp|Q60604.3|ADSV_MOUSE Scin 80,2 0 0 0,00E+00 14,13 9 10 3,09E+07 0 0 0,00E+00
gi|146345480|sp|P27773.2|PDIA3_MOUSE Pdia3 56,6 0 0 0,00E+00 19,01 7 7 2,86E+07 0 0 0,00E+00
gi|81882407|sp|Q569Z6.1|TR150_MOUSE Thrap3 108,1 0 0 0,00E+00 5,89 5 8 2,23E+07 0 0 0,00E+00
gi|17380333|sp|Q9D855.3|QCR7_MOUSE Uqcrb 13,5 0 0 0,00E+00 21,62 2 5 1,75E+07 0 0 0,00E+00
gi|13629369|sp|Q9WUA3.1|K6PP_MOUSE Pfkp 85,4 0 0 0,00E+00 5,23 4 4 1,69E+07 0 0 0,00E+00
gi|146345421|sp|Q61553.4|FSCN1_MOUSE Fscn1 54,5 0 0 0,00E+00 4,26 2 3 1,63E+07 0 0 0,00E+00
gi|2494022|sp|Q62426.1|CYTB_MOUSE Cstb 11,0 0 0 0,00E+00 32,65 2 2 1,58E+07 0 0 0,00E+00
gi|81881592|sp|Q9D898.1|ARP5L_MOUSE Arpc5l 17,0 0 0 0,00E+00 46,41 4 4 1,42E+07 0 0 0,00E+00
gi|116487|sp|P08207.2|S10AA_MOUSE S100a10 11,2 0 0 0,00E+00 27,84 2 5 1,37E+07 0 0 0,00E+00
gi|126752|sp|P26645.2|MARCS_MOUSE Marcks 29,6 0 0 0,00E+00 11,65 2 3 1,23E+07 0 0 0,00E+00
gi|46577116|sp|Q9D1G1.1|RAB1B_MOUSE Rab1b 22,2 0 0 0,00E+00 19,40 4 4 1,15E+07 0 0 0,00E+00
gi|81902478|sp|Q91Z49.1|UIF_MOUSE Fyttd1 35,9 0 0 0,00E+00 6,94 2 2 9,93E+06 0 0 0,00E+00

gi|341940791|sp|P49710.2|HCLS1_MOUSE Hcls1 54,2 0 0 0,00E+00 4,53 2 2 6,35E+06 0 0 0,00E+00
gi|12230589|sp|Q9JJU8.1|SH3L1_MOUSE Sh3bgrl 12,8 0 0 0,00E+00 20,18 2 2 6,12E+06 0 0 0,00E+00
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gi|55976201|sp|Q9D0E1.3|HNRPM_MOUSE Hnrnpm 77,6 0 0 0,00E+00 3,29 2 2 4,91E+06 0 0 0,00E+00
gi|347595715|sp|Q52KI8.2|SRRM1_MOUSE Srrm1 106,8 0 0 0,00E+00 2,22 2 2 4,34E+06 0 0 0,00E+00
gi|54041071|sp|Q9WUM4.2|COR1C_MOUSE Coro1c 53,1 0 0 0,00E+00 7,81 3 3 3,84E+06 0 0 0,00E+00
gi|21263374|sp|Q91V92.1|ACLY_MOUSE Acly 119,7 0 0 0,00E+00 1,56 2 2 2,66E+06 0 0 0,00E+00
gi|110816418|sp|Q9D8T7.2|SLIRP_MOUSE Slirp 12,6 0 0 0,00E+00 16,96 2 2 1,67E+06 0 0 0,00E+00




