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SUPPLEMENTARY MATERIAL
Table S1. Summary of structural probing data

Different transcript regions are presented in (A), (B) and (C). The length of the respective transcripts and the probes used are given in the top rows, with sequence
positions indicated in the left column. Relative accessibilities are indicated by: +, accessible; ++, highly accessible; nd, not detected. Only those positions where
differences in modification or cleavage were detected are listed.


