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Supplemental Figure 3. No small RNA classes are enriched in either original
cross or extra cross sperm. Scatter plots from two biological replicates
comparing transcript levels in F1 extra cross sperm and F1 original cross
sperm for the following small RNA gene classes: micro RNA, PIWI-interacting
RNA, ribosomal RNA, tRNAs, repeats (transposons and other repetitive
sequences), and Refseq (small RNAs that did not map to other categories).



