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Figure S8: Relative log OTU abundance with indication of % match to the BOLD or NCBI
reference databases. Order of OTUs as determined by the original clustering with Usearch. Target
invertebrate taxa are represented by circles, other hits by triangles and OTUs without matching
reference sequences with crosses. Some of the “ho hit in database” had matches to uncultured fungi

(See table S2), which however is not considered as a valid hit and thus the % match was set to <
85%.



