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Supplementary Figure 1. Log relative abundances of common genera between 2D_1 and 2D_2. 402 
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Supplementary Figure 2. Correlations of the expression pattern between the samples. 404 
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Supplementary Figure 3. Overall expression of mRNA functions on the visualization tool iPATH2.0.  407 
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Supplementary Table 1. List of identified glycosylases in sample T2_M 410 



Supplementary Figure 4. Overall expression of mRNA functions from LGG on the visualization tool 411 

iPATH2.0.  412 
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