Transcriptional Regulatory Network in Embryonic
Stem Cells (-log p-value: 3.26)

=

RhoA Signaling (-log p-value: 2.96)

<
Adipogenesis pathway (-log p-value: 2.04)
J/
<
Telomerase Signaling (-log p-value: 1.83)
J
<

DNA Methylation and Transcriptional Repression
Signaling (-log p-value: 1.82)

Nur77 Signaling in T Lymphocytes (-log p-value:
1.77)

‘Wnt/B-catenin Signaling (-log p-value: 1.64)

N hic Pain Signaling (-log p-value: 4.68)

P

Synaptic Long Term Potentiation (-log p-value: 4.19)

CREB Signaling in N (-log p-value: 4.01)

D ine-DARPP32 Feedback in cAMP Signaling (-log p-
value: 3.38)

Fc Epsilon RI Signaling (-log p-value: 2.67)

Leukocyte Extravasation Signaling (-log p-value: 2.19)

Phagosome formation (-log p-value: 1.88)

ErbB4 Signaling (-log p-value: 1.86)

Erythropoietin Signaling (-log p-value: 1.73)

Chemokine Signaling (-log p-value: 1.66)

)
)
)
)
)
J
Glioma Signaling (-log p-value: 2.03) J
)
)
)
]
)

'VEGF Family Ligand-Receptor Interactions (-log p-value:
1.59)

Apoptosis Signaling (-log p-value: 1.41)




