
Table S5: Genotyping and Sanger Sequencing Primers 
 

PRIMER NAME PRIMER SEQ 5'->3' 
F3_genotyping_F ctcccatttcttttcctcctc 
F3_genotyping_R ggggcgtttgtaaatggcgg 

F3-Neo cctgactaggggaggagtag 
F3-exon-F tgcttctcgaccacagacac 
F3-exon-R ctgcttcctgggctattttg 

upstreamF3_1F gacacgccatctgtccagta 
upstreamF3_1R caaaaaggtgggcagctaag 
upstreamF3_2F agcagctcctgcaactcact 
upstreamF3_2R gcacagaggaagagcaaagg 
upstreamF3_3F cacaggggcctttattttga 
upstreamF3_3R aaagtagggcaggggaaaaa 
upstreamF3_4F accatctttgaagcccagaa 
upstreamF3_4R aggatggagcagaactgagg 
upstreamF3_5F ctgtcctgggaaacctgtgt 
upstreamF3_5R catgcaccactgcacctatc 
upstreamF3_6F ccaggacagcctcgaactta 
upstreamF3_6R agaaaatggctgctgtgctt 
upstreamF3_7F tggcctagcaactgtattttga 
upstreamF3_7R cagaagctgctcagtcatgg 
upstreamF3_8F gtccttttcctgggaagaca 
upstreamF3_8R cagtttacaagcacccaggag 
upstreamF3_9F gcttcagcgacaagagttca 
upstreamF3_9R actcccaactgagcaaagga 
upstreamF3_10F tcttcacgcatgtctgcttt 
upstreamF3_10R tgctttgtacaatcttccttcc 
upstreamF3_11F tgagtgggacgacagcttag 
upstreamF3_11R cacttgcaagctttgggttt 
upstreamF3_12F tgtcgagcaaatgctaccag 
upstreamF3_12R gcagtggctagcagatcattc 
upstreamF3_13F tctcaggcttcatgttgcag 
upstreamF3_13R cccctcctgtaggaaactcc 

F3gene_1F ggtctccgcagtacctggat 
F3gene_1R ttctcaggaccaatgccact 
F3gene_2F gctcctgtagcgtagccaac 
F3gene_2R cttcaagggcccaacatcta 
F3gene_3F gccctgaggatttgaatgaa 
F3gene_3R tgtcacatggtgggatgcta 
F3gene_4F tcaggcaagacagagtgcat 
F3gene_4R catactgcaatccgtggaaa 
F3gene_5F acgtgtgtgggggactagc 
F3gene_5R cgctttctctggaatgccta 
F3gene_6F cacaccctctgctcttgaca 



F3gene_6R tgtaggatggcctggaactc 
F3gene_7F gccaggttaaaaccaaagca 
F3gene_7R cactgcttcagggcagtgta 
F3gene_8F cactgtggtcactgtgttgct 
F3gene_8R gaaaccaaaagcttgccaaa 
F3gene_9F ccaatgcccttttctggtta 
F3gene_9R gcatgcatgaacacacacac 
F3gene_10F gacagctctcgggaacaagt 
F3gene_10R caagctgtgcagggattaca 
F3gene_11F tggtgatgcaggtcagttgt 
F3gene_11R tgccttgactaatggcaatg 
F3gene_12F aaggtggtcaccattgaggt 
F3gene_12R tatggactggatggacagca 
F3gene_13F tcacactgactgctggtggt 
F3gene_13R gggctctgggtgaagtcata 
F3gene_14F tgctgtccatccagtccata 
F3gene_14R acattcagcaggggagtcac 
F3gene_15F tgggtcaaacaaaacactgc 
F3gene_15R aaagaacccagcacctcctt 
F3gene_16F tttgtgcctcttctgtgtgg 
F3gene_16R tctgcttagcgctcttctcc 
F3gene_17F attctgctgggctctttgaa 
F3gene_17R gagctgggtttgtttgcttc 
F3gene_18F ggagatctggaactcgcttg 
F3gene_18R tgtctgtggtcgagaagcac 
F3gene_19F tcggaggctcagactttgtt 
F3gene_19R taaaaactttggggcgtttg 
F3gene_20F tcccgtttcttttcctcctt 
F3gene_20R cccctggtctgatgaaagaa 
F3gene_21F cacacacaccaaggagatgc 
F3gene_21R aggggacagatggggattac 
F3gene_22F gtgtgtgagcctgccatcta 
F3gene_22R acacatcccacacccaatct 
F3gene_23F ggatgaagggcaattgagaa 
F3gene_23R atgcattagaggctgggaag 
F3gene_24F agattgggtgtgggatgtgt 
F3gene_24R tggtgacggtcttgtagctg 
F3gene_25F cctggtagccatcactcaca 
F3gene_25R gcatgctgtggagaatcaaa 
F3gene_26F catctgcaaggaagggtctc 
F3gene_26R ggggtccccaatatgaagat 
F3gene_27F caagcacgggaaaggtaaga 
F3gene_27R attgacgcacgagggattag 
F3gene_28F gtatgtgcttgcgtgtgtga 
F3gene_28R ggaagtgaccaagggaacaa 



F3gene_29F caaaatagcccaggaagcag 
F3gene_29R gctactgcccccttagtcgt 
F3gene_30F ttgttcccttggtcacttcc 
F3gene_30R atgccccttggtctctttct 
F3gene_31F tagctatggcctggctctgt 
F3gene_31R tgatggtggagacgaagaga 
F3gene_32F ttctgccttcttgcctctgt 
F3gene_32R accactgctcccacaatgat 
F3gene_33F ccccagccaactactgtctc 
F3gene_33R atgttgcacagttcccatca 
F3gene_34F cgagcctccatgttgacttt 
F3gene_34R aatcacaaagatgccccaag 
F3gene_35F ccagctaacgctttgattcc 
F3gene_35R ttgtctcaattcccaatcacc 

MFF_OF cactcattgctgggtccttt 
MFF_OR atttccaagtgcaaccaagc 
MFF_IF ccctctgctcggattgatac 
MFF_IR tatgcaacaaagtggcaagg 

DGKQ_OF tgtccaaaactgtgccagac 
DGKQ_OR ccacacaggttccacctttt 
DGKQ_IF ccacaggcttcagtcaacaa 
DGKQ_IR acaggtgggcttagtcatcg 

ANPEP_OF tagcttcagagctgggcttc 
ANPEP_OR gggctgtggtttcacaactt 
ANPEP_IF ctccagaggctggagacttc 
ANPEP_IR ggtgagcacttaaccccaaa 

NUMA1_OF tcccaaacattttgccattt 
NUMA1_OR ttttcttgcaagggaaagga 
NUMA1_IF cttacccgccacacattttc 
NUMA1_IR ctggacctgacacggactct 
BAG2_OF ctgtgtctgccaacactgga 
BAG2_OR gttgctgacgtgggaagttt 
BAG2_IF ccggtgaatttgaaggctaa 
BAG2_IR gactgccaaccgtctgatg 

UGGT1_OF tccctagcactgcttcctgt 
UGGT1_OR gcagaaggcttggcttattg 
UGGT1_IF cgggaaggcatctgaataaa 
UGGT1_IR gacgctgagactgcatcaag 
IL1R2_OF ccacctaacccaagcctcta 
IL1R2_OR ggctgctatggcttgttctc 
IL1R2_IF gtcaacctatggtgccctgt 
IL1R2_IR cctccacattttctcccaga 

LZTFL1_OF tgagtgctcctcaaggaagg 
LZTFL1_OR cagaaagtgggggagttaagtg 
LZTFL1_IF agtgactgtgccttgctgtt 



LZTFL1_IR tgtcatgatgtcggtctcttg 
STAT2_OF tgtcccattgtctgtccttg 
STAT2_OR gcccttgcatttcctatcaa 
STAT2_IF gaccaggagttgccattgat 
STAT2_IR aggtcctcaggcaaatctga 

OLFR1373_OF cagggtgcataatggttgtg 
OLFR1373_OR acaccagggccaagaagt 
OLFR1373_IF caccttccaaagctgatggt 
OLFR1373_IR gggggagggtatagggaact 
ALOXE3_OF aatcggtgctgggatctatg 
ALOXE3_OR aagtctcaaccctgcccttt 
ALOXE3_IF tgaggcttagggatggctta 
ALOXE3_IR catctcaacacacggtggtc 
PDHB_OF actggtcttgaatgggcaac 
PDHB_OR ggggcatctagtgaggctta 
PDHB_IF ggcagctatggcctgtctta 
PDHB_IR ctgcatacctgcacatttgg 

MAPK8IP2_OF gcagccacaccctatttgtt 
MAPK8IP2_OR tacttcatggcgctcctctt 
MAPK8IP2_IF acaggcacttgctggagact 
MAPK8IP2_IR cagagcagggagttgggtta 
CRYBG3_OF tgagtcctggaagtctgcaa 
CRYBG3_OR gtctctcctgtttcccgaca 
CRYBG3_IF actggaggtcgttggttcac 
CRYBG3_IR tgaggcatttgatggagaca 
MAP3K4_OF cttcagtgctttgtccacga 
MAP3K4_OR cctcaggagacaaaccgtgt 
MAP3K4_IF tcctctgactcgagcctctc 
MAP3K4_IR agcaggtgaagcggataatg 
CDC5L_OF caagaactgccaccacttga 
CDC5L_OR gcctccatttatctttttctgc 
CDC5L_IF accgtgtttagtgccctcat 
CDC5L_IR tgcctgtgtgtaatctttttctg 

CYP2C39_OF gacaacagggcagatggagt 
CYP2C39_OR ctgccctctggaccataaag 
CYP2C39_IF aacactagtgaccttaaccaagga 
CYP2C39_IR cacggggtatgttgttaggg 
PPRC1_OF gacccaggagaacagaccaa 
PPRC1_OR ccctgcatcctctcttcatc 
PPRC1_IF tgttgcaaagctacctgctg 
PPRC1_IR aaaggaggcacagacgagaa 

MEX3B_OF cctggcttccaggttgtaaa 
MEX3B_OR gttgcgatagctggagaagg 
MEX3B_IF ggaggagcctgtctttgttg 
MEX3B_IR agatcaaagcccacgtctgt 



SMARCA4_OF tggtgagtgcctcagagcta 
SMARCA4_OR tgaaccccaggacctagtga 
SMARCA4_IF tctgtgtggtcccctttctc 
SMARCA4_IR ttgctagcctccaggctcta 

EGR2_OF ggagggcaaaaggagatacc 
EGR2_OR ctagcccagtagcgcagagt 
EGR2_IF agttgggtctccaggttgtg 
EGR2_IR gcttcaaggaccaggagatg 
DCC_OF gaaggaaggcaacaggatga 
DCC_OR ctggggattcatctcagcat 
DCC_IF cttttctcaccccaaagcaa 
DCC_IR ggaaagacagccaggacaag 

A630007B06RIK_OF agtgccaaagtgtcccaaag 
A630007B06RIK_OR tcgtctgcttgcttctcttg 
A630007B06RIK_IF tttgggcagaaaatgtgcta 
A630007B06RIK_IR cagtcactcgatggtgagga 

FBLIM1_OF tggtccagtttgccacctat 
FBLIM1_OR gcacaatgggtagctggatt 
FBLIM1_IF ggctcgccacctatgtttt 
FBLIM1_IR acccctgtcgggaagagtag 
KNTC1_OF gccattgagaacacggactt 
KNTC1_OR tgatttatgggagggtgcat 
KNTC1_IF tcagccaagaaggtaagcaaa 
KNTC1_IR tcatcgagcctctagccttt 
CUX1_OF gaccctttgatcaggagctg 
CUX1_OR ggcttgcctagaattcacca 
CUX1_IF ggcgacacatcagtctttga 
CUX1_IR gtgcagcgtctacacgacat 
CCR1_OF ggaatgccccattttgttta 
CCR1_OR tgctatgcagggatcatcag 
CCR1_IF gaccttccttggttgacacc 
CCR1_IR ctgctcagaagacccagtga 

RIC8B_OF gaacagaagaaccgggactg 
RIC8B_OR gcctgggagctactctcaaa 
RIC8B_IF ccctgaatggaatggagaga 
RIC8B_IR acaaatgcccaagtctgacc 
GRIA1_OF gaaggccaactgattttcca 
GRIA1_OR tggcatcacattttcatggt 
GRIA1_IF agctgatttgctggactggt 
GRIA1_IR gtcccacgtttgacttggat 
DHX8_OF cagtgctctcgttgtgcttt 
DHX8_OR cttcccttgccaccacag 
DHX8_IF acccagacagacccactcac 
DHX8_IR ccatggaacactgtctctgc 

ANKRD55_OF ccacctttgacagtgtcgtg 



ANKRD55_OR cagcccattcagggtagaaa 
ANKRD55_IF ccaccaatcagaacccagag 
ANKRD55_IR tggctgtagttcccgttttt 
WDFY4_OF cacacacacacatgcttgct 
WDFY4_OR ccccacacacacacctgtta 
WDFY4_IF ggcttgctcacccaataact 
WDFY4_IR gggcactttggtgtaccact 
RUNX1_OF agtttccctccgggattctt 
RUNX1_OR ggcagtctaggaagcctgtg 
RUNX1_IF gatggcgctcagctcagtag 
RUNX1_IR ctactctgccgtccatctcc 

SULT2A6_OF tgagggcttctggcaatagtc 
SULT2A6_OR gagctctctgttttcgccttca 
SULT2A6_IF gaggccttgggctttagcataca 
SULT2A6_IR tgagctggatctcgtcctcaa 
GLTSCR2_OF gaggtgagagtttggggtga 
GLTSCR2_OR aaactgtgagatgggctggt 
GLTSCR2_IF agggatgtccctctgatcct 
GLTSCR2_IR gtggttcttggcatggagtt 
ANKRD9_OF cacaagcgcatagagcagag 
ANKRD9_OR tagagttggggctggatttg 
ANKRD9_IF caggtagaaggcgaaggatg 
ANKRD9_IR ttgtgctgtgagcctgagtc 
CHTF18_OF ccaagtcaggaccctaccaa 
CHTF18_OR tgtattgagctgtcgggttg 
CHTF18_IF ctggcccactcatatcacct 
CHTF18_IR gttggctctgaggatgtgct 
TBX15_OF ctttttcagggggcagtaca 
TBX15_OR ggccccattagaaggagaag 
TBX15_IF caacatggctgccttacaga 
TBX15_IR gagacgcgctcagtttctct 
CENPE_OF ggcaatcggcagattcat 
CENPE_OR tttaccgacagcctttaccg 
CENPE_IF gctactttcaagtttgctgcatt 
CENPE_IR agcctagagagttggagagtgg 
CNOT4_OF ggctctcaatccactgctct 
CNOT4_OR agccatcccattgatctcag 
CNOT4_IF aagcccattctcatcagtgc 
CNOT4_IR aaccctttacatctctcttgcatc 
MAP1S_OF tgtcaacggctttacagtgc 
MAP1S_OR cagactgtcttggctgttgg 
MAP1S_IF caaccccaagtcgagcttct 
MAP1S_IR gcggccaggaaatagtacac 

DLGAP1_OF tgccctggtgttaaaagtcc 
DLGAP1_OR ttttgtcagtggggtcttcc 



DLGAP1_IF ccaaacgcttccattgttct 
DLGAP1_IR caaagagcccttcctctcct 

TMPRSS11E_OF tgaaagcctgcatgaaagaa 
TMPRSS11E_OR agacgagacagtgggtctgg 
TMPRSS11E_IF tcagcaaataaagggcaaga 
TMPRSS11E_IR tgtgctcgacagtgtctgct 
TMEM52B_OF ggatatcacctttgggtgtga 
TMEM52B_OR tgcatgctgtagttgaaggaa 
TMEM52B_IF ctcatgcacacagctccttg 
TMEM52B_IR ccttaatgttccatgctttgg 

TMTC_OF tatctgctgccaaagcactg 
TMTC_OR tgccattgaaccttatgctg 
TMTC_IF cagtgtgctctcctctgctg 
TMTC_IR gattccttaggggagccttg 

AP2A2_OF gagtggcctactggctgttc 
AP2A2_OR tgcacaagtggaacttggag 
AP2A2_IF atggtcttgccaaggcttta 
AP2A2_IR ctcatctgtcccatgtgctg 
ACTR2_OF ataaatgcaggctcccacaa 
ACTR2_OR ccggttggttggtttttaag 
ACTR2_IF ctgtggcctatccgtgtctt 
ACTR2_IR agcttttgggggtcagtttt 

ACTR2_MUT-R atcattaaggrrggaggagaag 
ACTR2_WT-R atcattaaggttggaggagaac 

USP43_OF catgtcacctcgaaacaaagg 
USP43_OR tgcttaaccgcttcctgcta 
USP43_IF tggttcacacgcttttcaag 
USP43_IR ctacgatggcgatggagaag 
LYZ2_OF agcatccctcttgagcatcc 
LYZ2_OR cagaggtgtctgtgtggtga 
LYZ2_IF aggcagagcatcaaactgcc 
LYZ2_IR agggctgtgctgactgaca 

 
 


