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A: western blot containing samples from SKRC7 and SKRC7-VHL-HA cell lines, probed with an
antibody against g-tubulin (probed with a 680 nm fluorescent secondary antibody) and an antibody
against HA (probed with an 800 nm fluorescent secondary antibody), to detect tagged VHL. The blot
was stained in dual color for imaging in the Odyssee (Licor). To prevent confusion about the

background signals between 30 and 37 kDa, we repeated the blot with the same samples, but
stained for VHL only (panel B).



