Combined

Name Motif Location

p-value
PbrMADS1 5.16e-175
PbrMADS2 3.956-172
SEP PbrMADSS 6.01e-155
PbrMADSE 1.90e-134
PbrMADS7 1.18e-144
AGL6 J PbrMADS9 1.43e-132
-like
AP/ PbrMADS11 1.02e-117
CAL/ PbrMADS12 5.14e-132
FUL PbrMADS13 4.93e-127
PbrMADS14 3.39e-141
™S PbrMADS15 2.18e-147
PbrMADS16 8.300-146
PbrMADS22 8.71e-149
socCI PbrMADS23 2.42e-162
PbrMADS24 9.70e-176
PbrMADS25 0.66-165
AGLI?2 I PbrMADSS0 2.26e-102
-like PbrMADSS51 1.20e-94
PbrMADS29 3.01e-132
AG/ PbrMADS30 1.36e-130
SHP/ PbrMADS31 5.82e-134
STK PbrMADS33 4.79e-135
PbrMADS26 1.42e-159
A}‘f]‘?/ PbrMADS27 1.34e-161
PbrMADS28 2.77-80
PbrMADS43 9.720-88
SVP PEIMADS47 2.00e-109
PEIMADS48 4.92e-108
PLrMADS34 1.96e-131
AGLIS PErMADS35 3.41e-127
-like PLrMADS36 1.77e-145
PErMADS37 3.30e-147
TT16 | rormanses 9.39-81
PbrMADSS52 4.48e-72
PbrMADSS53 1.12¢-73
MIKC* PbrMADSS4 0.00e+00 [ [ |
PbrMADSSS 0.00e+00 I
PbrMADSS6 1.35e-119 I 0
PbrMADS3 2.77¢-08
SEP PbrMADS4 3.820-98
PbrMADSS 1.59¢-93
FLC | I pbrmapsio 2.08e-77
PbrMADS17 1.452-86
PbrMADS18 4.482-89
SOC1 | | pormansio 9.362-86
PbrMADS20 1.81e-98
AG/ PbrMADS21 1.16e-100
SHP/ | Pbrvaps32 1.24e-92
STK PbrMADS38 2.12e-77
PbrMADS39 6.77e-81
ANRI | | eormansao 1.89e-82
PbrMADS41 1.89¢-82
PbrMADS42 3.07e-81
PbrMADS44 1.58e-37
SVP PbrMADS4S 2.77e-21
PbrMADS46 1.13e-61
PbrMADS57 2.11e-54
PbrMADSS8 1.35e-47
PbrMADS59 2.87e-61
PbrMADS60 8.948-56
PbrMADS6 1 2.652-36
PbrMADS62 4.13e-15
Ma PbrMADS63 4.20e-253
PbrMADS64 4.20e-253
PbrMADS6S 1.13e-45
PbrMADS66 3.78e-192
PbrMADS67 3.12e-206
PbrMADS68 3.126-206
PbrMADS69 2.14e-28
PbrMADS70 2.00e-42
PbrMADS71 1.44¢-08
PbrMADS72 4.50e-28
MB PbrMADS73 3.436-67
PbrMADS74 0.00e+00
PbrMADS7S 6.71e-279
PbrMADS76 5.17e-49
PbrMADS77 9.608-29
PbrMADS78 1.19e-72
PbrMADS79 4.24e-58
PbrMADS80 4.25e-41
PbrMADSS1 3.408-62
PbrMADS82 4.39¢-63
PbrMADSS3 4.39¢-63
PbrMADS84 6.10e-114
PbrMADS8S 1.40e-08
PbrMADS86 4.92e-102
PbrMADS87 4.32e-102
My PbrMADSSS 2.54e-52
PbrMADS89 2.24e-141
PbrMADS90 3.17e-144
PbrMADS91 5.47e-110
PbrMADS92 9.37e-141
PbrMADS93 2.19e-143
PbrMADS94 8.73e-142
PbrMADS9S 8.73e-142
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Supplementary figure 3. Conserved motif compositions of pear MADS-box genes. Different motifs are represented by
different colored boxes. Motif 1 and motif 2 represent the MADS domain, Motifs 4, 7, and 9 are three fragments of the K
domain. Box length represents motif length. Gene names, corresponding P-value and subgroup are shown on the left of figure.
To better observe original motif distributions of different subfamilies, 23 intermediate form genes were removed from original
subgroup and grouped. They are highlighted by a rectangle.



