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Supplementary Figure: Alignments of B-hexosaminidase B-subunit amino acids sequences from 54 mammalian species predicted from codons

surrounding the deleted Leu137 codon in the affected Shiba Inu
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4. Black snub-nosed monkey
5. Bolivian squirrel monkey
6. Indian cattle
8. Cape elephant shrew
9. Cape golden mole

20. European cattle

7. Bottlencse dolphin
21. Cheetah

1. Bactrian camel
2. Big brown bat
3. Black flying fox

0. Donkey
24 Chinese rufous horseshoe bat

25. Chinese tree shrew
34. Golden snub-nosed monkey

35. Golden hamster

37. Gray short-talled opossum
38. Green monkey

39. House mouse

33. Golden-collared manakin
40. Human

3. African savanna elephant

4. Alpaca
26. Crab-eating macaque

27. Domestic cat
44, Lesser Egyptian jerboa

45, Little brown bat
46. Ma's night monkey
47. Malayan pangolin

29. Domestic guinea pig
48. Norway rat

5. American beaver

6. American mink

7. American pika

23. Chinese hamster
30. Drill

36. Gray mouse lemur

8. Amur tiger

28. Domestic ferret
31. Glant panda

42, Large flying fox
43. Leopard

54. Rhesus monkey
55. Water buffalo

32. Goat
49. Olive baboen

1. Normal dog

2. Affected dog
9. Arabian camel
22. Chimpanzee
41. Killer whale
50. Pacific walrus
51.Pig

52. Polar bear
53. Rabbit
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