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Identification of SRF-E2F1 fusion transcript in EWSR-negative 
myoepithelioma of the soft tissue

Supplementary Material

Supplementary File 1: Sequence of scramble SRF-E2F1 cloned into pcDNA3.1 plasmid.
Bases corresponding  to SRF and E2F1 coding sequences are respectively reported in black and in 
green. In red is shown the insertion of an “A” that caused a premature stop codon of the fusion protein 
in the scramble plasmid.
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GCCCTGGGGGGCAGCCTGAACCGGACCCCGACGGGGCGGCCGGGCGGCGGCGGC-
GGGACACGCGGGGCTAACGGGGGCCGGGTCCCCGGGAATGGCGCGGGGCTCGGGCCC-
GGCCGCCTGGAGCGGGAGGCTGCGGCAGCGGCGGCAACCACCCCGGCGCCCACC-
GCGGGGGCCCCCTACAGCGGCAGCGAGGGCGACTCGGAGTCGGGCGAGGAGGAG-
GAGCTGGGCGCCGAGCGGCGCGGCCTGAAGCGGAGCCTGAGCGAGATGGAGATCG-
GTATGGTGGTCGGTGGGCCCGAGGCGTCGGCAGCGGCCACCGGGGGCTACGGGCCG-
GTGAGCGGCGCGGTGAGCGGGGCCAAGCCGGGTAAGAAGACCCGGGGCCGCGTGAA-
GATCAAGATGGAGTTCATCGACAACAAGCTGCGGCGCTACACGACCTTCAGCAAGAG-
GAGGACGGGCATCATGAAGAAGGCCTATGAGCTGTCCACGCTGACAGGGAACACAGGT-
GCTGTTGCTGGTGGCCAGTGAGACAGGCCATGTGTATACCTTTGCCACCCGAAAACTG-
CAGCCCATGATCACCAGTGAGACCGGCAAGGCACTGATTCAGACCTGCCTCAACTCGC-
CAGACTCTCCACCCCGTTCAGACCCCACAACAGACCAGAGAATGAGTGCCACTGGCTTT-
GAAGAGACAGATCTCACCTACCAGGTGTCGGAGTCTGACAGCAGTGGGGAGACCAAGGA-
CACACTGAAGCCGGCGTTCACAGTCACCAACCTGCCGGGTACAACCTCCACCATC-
CAAACAGCACCTAGCACCTCTACCACCATGCAAGTCAGCAGCGGCCCCTCCTTTCCCAT-
CACCAACTACCTGGCACCAGTGTCTGCTAGTGTCAGCCCCAGTGCTGTCAGCAGTGC-
CAATGGGACTGTGCTGAAGAGTACAGGCAGCGGCCCTGTCTCCTCTGGGGGCCTTATG-
CAGCTGCCTACCAGCTTCACCCTCATGCCTGGTGAGTCACGAGGGGCAGGGAGAGATTC-
GTCCTTCCTGGGGCAAATCAAGCATGCTAAGAGTGTGTTTAGGGCTGGCACCAAGAGA-
ACCTCTTTCCCTGCGATCAAAGCCCCTCCTGAGACCCAGCTCCAAGCCGTGGACTCTTC-
GGAGAACTTTCAGATCTCCCTTAAGAGCAAACAAGGCCCGATCGATGTTTTCCTGT-
GCCCTGAGGAGACCGTAGGTGGGATCAGCCCTGGGAAGACCCCATCCCAGGAGGT-
CACTTCTGAGGAGGAGAACAGGGCCACTGACTCTGCCACCATAGTGTCACCACCAC-
CATCATCTCCCCCCTCATCCCTCACCACAGATCCCAGCCAGTCTCTACTCAGCCTG-
GAGCAAGAACCGCTGTTGTCCCGGATGGGCAGCCTGCGGGCTCCCGTGGACGAG-
GACCGCCTGTCCCCGCTGGTGGCGGCCGACTCGCTCCTGGAGCATGTGCGGGAG-
GACTTCTCCGGCCTCCTCCCTGAGGAGTTCATCAGCCTTTCCCCACCCCACGAGGCCCTC-
GACTACCACTTCGGCCTCGAGGAGGGCGAGGGCATCAGAGACCTCTTCGACTGT-
GACTTTGGGGACCTCACCCCCCTGGATTTCTGA
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Supplementary File 2.  Identification of SRF-E2F1 genomic breakpoint. A) PCR of SRF-E2F1 
breakpoint performed on genomic DNA. Amplicons sizes were different between L107 and L108, while 
the sequence of the breakpoint (shown in the electropherogram on the right) was the same in both sample 
and corresponded to the one detected on cDNA. This discrepancy was due to a deletion occurred down-
stream the breakpoint region as highlighted in figure B. B) Two chromatograms showing the junction 
between exon 5 and exon 6 of E2F1 obtained from transcript (cDNA) and genomic DNA (gDNA) of 
L108.  Focusing on this region it was possible to detect the deletion occurred downstream of the fusion 
breakpoint and that led to the loss of the entire intron 5 and of the first 9 nucleotides of exon6 of E2F1. 
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