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FIG. S1 Comparison of the deduced amino acid sequences of ORF3 and other flavin 3 

reductases. ORF3 = putative flavin reductase from Nocardioides sp. PD653; HpaC_St = 4 

flavin reductase component of 4-hydroxyphenylacetate 3-monooxygenase from Sulfolobus 5 

tokodaii 7 (gi 15621737) (1); HpaC_Tt = flavin reductase component of 6 

4-hydroxyphenylacetate 3-monooxygenase from Thermus thermophilus HB8 (gi 55772343) 7 

(2); PheA2 = reductase component of phenol hydroxylase from Geobacillus 8 

thermoglucosidasius A7 (gi 15621737) (3); TftC = chlorophenol 4-monooxygenase 9 

component 1 from Burkholderia cepacia (gi 3220029) (4); CodR = corrin reductase from 10 

Brucella melitensis (gi 169791887) (5). Identical residues are marked with asterisks, and 11 

conserved residues are marked with dots. Residues involved in cofactor binding are labeled in 12 

bold. Secondary structural elements are highlighted green for β-sheets and red for α-helices. 13 

ORF3      1:MTTSAPITAPTVEPTRTSQTASLGESVAWLPVEGAEPTGTQSAGSVLETTILRKAFGCFP 60

HpaC_St 1:-----------------------------------------------MAEVIKSIMRKFP 13

HpaC_Tt 1:-----------------------------------------------MKEAFKEALARFA 13

PheA2     1:----------------------------------------------MDDRLFRNAMGKFA 14

TftC      1:------------------------------MHAGEAVQQLKKAFETVASFDFRDALSKAS 30

CodR 1:---------------------------------MQTVNNIISSVSTVESKAYRDAMSHYA 27

. .   . 

ORF3     61:SGVAALCALDPGDEDRPAGIAASSFTSVSLDPALVSVCIAHTSTTWPRLAGLARVGVSVL 120

HpaC_St 14:LGVAIVTTNWKGEL---VGMTVNTFNSLSLNPPLVSFFADRMKGNDIPYKESKYFVVNF- 69

HpaC_Tt 14:SGVTVVAARLGEEE---RGMTATAFMSLSLEPPLVALAVSERAKLLPVLEGAGAFTVSLL 70

PheA2    15:TGVTVITTELNGAV---HGMTANAFMSVSLNPKLVLVSIGEKAKMLEKIQQSKKYAVNIL 71

TftC     31:TPVTVVATNGPFGL---AGLTCSAVCSVCDRPPTVLLCINRKSYAAGIIKSNGVLSVNWL 87

CodR 28:GAVQIVTTAGAAGR---RGLTLTAACSVSDNPPTILICLQKIHEENRIFIENGVFAINTL 84

.*  . .          * .  .. *... *...                     .. .

ORF3    121:AEHHEEVASALASK----RADRFDGIDWAHSASGAVFVHGSTLWLECAIDRTVRAGDHDI 176

HpaC_St 70:-TDNEELFNIFALK---PVKERFREIKYKEGIGGCPILYDSYAYIEAKLYDTIDVGDHSI 125

HpaC_Tt 71:REGQEAVSEHFAGR---PKEGIALEEG---------RVKGALAVLRCRLHALYPGGDHRI 118

PheA2    72:SQDQKVLSMNFAGQLEKPVDVQFEELG------GLPVIKDALAQISCQVVNEVQAGDHTL 125

TftC     88:AAGQAVISQTFAGVGSVPMEERFADKGWQTIATGAPYRMDAAVSFDCTIANIVDVGSHSV 147

CodR 85:AGPHQQLADAFSGRIGLTQDERFELAAWEILATGAPVLKGALAAFDCRVVSVQDHSTHHV 144

...    .   ..          . .    . .   .        ..*  

ORF3    177:VLLRIIH-LRSNPDVAPMVFHGSSFKRLTTA------- 206

HpaC_St 126:IVGEVIDGYQIRDNFTPLVYMNRKYYKLSSL------- 156

HpaC_Tt 119:VVGLVEE-VELGEGGPPLVYFQRGYRRLVWPS------ 149

PheA2   126:FIGEVTD-IKITEQD-PLLFFSGKYHQLAQNEKVETSS                       161

TftC    148:IFAEVVA-RNHAEECTPLIYHRRQYATTRSLAE----- 179

CodR 145:LFGEVVG-LSSHAEEEALIYLNRRYHKLEL-------- 173

...           .. .  . .  .          
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