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A : RNA processing and modification

B : Chromatin structure and dynamics

C : Energy production and conversion

D : Cell cycle control, cell division, chromosome partitioning
E : Amino acid transport and metabolism

F : Nucleotide transport and metabolism

G:Ci transport and i

H : Coenzyme transport and metabolism

1 : Lipid transport and metabolism

J : Translation, ribosomal structure and biogenesis

K : Transcription

L : Replication, recombination and repair

M: Cell i
N : Cell motility

O : Posttranslational modification, protein turnover, chaperones
P : Inorganic ion transport and metabolism

Q : Secondary metabolites bi transport and

R : General function prediction only

S : Function unknown

T : Signal transduction mechanisms

U : Intracellular trafficking, secretion, and vesicular transport
V : Defense mechanisms

W : Extracellular structures

Y : Nuclear structure

Z: Cytoskeleton

Supplementary Figure 1. Cluster of orthologous groups (COG) classification
putative proteins.
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Supplementary Figure 2: Ubiquitin-mediated proteolysis metabolic pathway.
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Supplementary Tablel. The body weight of used specimens

Developmental days Body weight (g) Average body weight (g)
PL7 0.0032-0.0212 0.00756
PL10 0.0046-0.0190 0.0105
PL13 0.0047-0.0191 0.0123

PL16 0.0141-0.0517 0.0351




