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Omnitrophica WOR_2 bacterium SM23_72
Omnitrophica WOR_2 bacterium SM23_29
Candidatus Omnitrophus sp. SKK-01
uncultured bacterium
delta proteobacterium HotSeep1
candidate division WOR_1 bacterium DG_54_3
Nitrospira bacterium SG8_35_4
Candidatus Scalindua brodae
bacterium UASB270
Endomicrobium proavitum
haloalkaliphilic bacterium ACht6-1
Microgenomates (Gottesmanbacteria) bacteri...
Candidatus Methanoperedens nitroreducens
Planctomycetes bacterium DG_23
Nitrospira bacterium SG8_35_1
Parcubacteria (Kaiserbacteria) bacteri...
uncultured microorganism
Candidatus Jettenia caeni
Parcubacteria bacterium GW2011_GWA2_42_11
candidate division WOR_3 bacterium SM23_60
candidate division Zixibacteria bacterium SM1_73
Candidatus Brocadia sinica
candidate division NC10 bacterium CSP1-5
Deltaproteobacteria bacterium DG_8
1797818
1705564
Geobacter daltonii
Berkelbacteria bacterium GW2011_GWA1_36_9
Candidatus Methanoperedens sp. BLZ1
others
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Omnitrophica WOR_2 bacterium SM23_72
Omnitrophica WOR_2 bacterium SM23_29
Candidatus Omnitrophus sp. SKK-01
uncultured bacterium
Candidatus Scalindua brodae
candidate division WOR_1 bacterium DG_54_3
Planctomycetes bacterium DG_23
delta proteobacterium HotSeep1
1797818
Endomicrobium proavitum
Syntrophobacter sp. DG_60
Coxiella sp. DG_40
Candidatus Brocadia sinica JPN1
Candidatus Brocadia sinica
candidate division Zixibacteria bacterium RBG-1
Armatimonadetes bacterium CSP1-3
Deltaproteobacteria bacterium DG_8
uncultured microorganism
Smithella sp. SC_K08D17
Smithella sp. SDB
bacterium UASB14
bacterium CSP1-2
candidate division Zixibacteria bacterium SM23_73_2
Parcubacteria bacterium GW2011_GWA2_42_11
Fervidicola ferrireducens
candidate division WOR_3 bacterium SM23_60
Phycisphaerae bacterium SG8_4
bacterium UASB270
1803814
others
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