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Deltaproteobacteria bacterium SM23_61
Omnitrophica WOR_2 bacterium SM23_29
Candidatus Brocadia sinica
Nitrospira bacterium SG8_3
bacterium UASB270
uncultured bacterium
Deltaproteobacteria bacterium DG_8
Candidatus Brocadia sinica JPN1
Desulfomonile tiedjei DSM 6799
Desulfococcus oleovorans Hxd3
Desulfococcus oleovorans
Planctomycetes bacterium DG_23
Desulfomonile tiedjei
Desulfatitalea tepidiphila
Latescibacteria bacterium DG_63
candidate division Zixibacteria bacterium SM23_81
Candidatus Scalindua brodae

Candidatus Kuenenia stuttgartiensis [

candidate division Zixibacteria bacterium SM23_73_2
Desulfatiglans anilini
Candidatus Methylomirabilis oxyfera
bacterium CSP1-2
bacterium CSP1-6
Candidatus Jettenia caeni
Dehalococcoidia bacterium SM23_28_2
candidate division TA06 bacterium SM23_40
Omnitrophica WOR_2 bacterium SM23_72
uncultured Desulfobacterium sp.
Deltaproteobacteria bacterium CSP1-8
others
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