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RNA-seq based gene expression analysis of ovarian granulosa cells
exposed to zearalenone in vitro: significance to steroidogenesis

SUPPLEMENTARY MATERIALS
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Supplementary Figure 1: The standard curve and primer efficiency of all the Q-PCR primers. (A-K) represent the standard
curve and primer efficiency of TGF-f, BDNF, IER-3, EDN-1, IGF-1, SFRP-2, CYP19A41, FSHR, HSD17f, Bax and Bcl-2 genes.
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Supplementary Figure 2: Protein-protein interaction (PPI) network based on the Search Tool for the Retrieval of
Interacting Genes (STRING) database to annotate functional interactions between different expression genes in ZEA-
treatment and control groups. The 120 genes in 10 uM and 30 uM ZEA treatment group and node degree >20 was selected as the
threshold. Red points represent genes up-regulated and blue points represent genes down-regulated in every two groups.
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Supplementary Figure 3: (A) Part of declined expression genes between control and ZEA-treatment groups. (B) The increased
expression genes in ZEA-treatment groups. Node degree >20 was selected as the threshold.



Oncotarget, Supplementary Materials 2017

www.impactjournals.com/oncotarget/

INF76  POMC
n_hﬂ / PTPNG ), G o8 plazeia
mmm 0020800 L
/_%smc ap m
3.5 \
zmmmooossgoom _zmx
\& qmod, LRP5 PLA2G1B CD5¥s5c600000028490

__._uw

INHA ,\ o\ ENSSSCG00000027859)|
nvw g P Y ENSESCG00000021304 _z=w> DMAP1
A _.: \ MPO ™\ va <3§ = mmmm CG00000941200
ao.,: zmmmoﬂ_sosmsﬂ
MMP1 MYFB o
3: BAK1 oaxz_ HDAC6 MYPN
’ oxoa\ m_ﬁ T /E@s o_§

D1
\\.\\\.\\\ﬁmmnossszmt
o«o_"W IGF1
Elzﬁ >m-..\\\\ FSHR A suB1
vxzu /gzuxuzmmmoosssf
\ EDN1 ®>.—>\
m/ mma
LP1R Y mssguﬁw
mzm CG00000001565 /z ENSSSTG00000017366
spae7  PFKP
SCG00000029705
NS

mzmmmomssoSA S.z_" a \ \
osososx
IRS1 L m mmogasosa/mv mzmmmoocSSmmwm R
ENSSSCG00000025! &S G0
mossosﬂz
mzmmmoossocE? 17 g«m.mmmoossszsu / CRLF3
ESR1
FYN
TiPaL  EP400
PPARA  isD3g1
ENSSSCG00000022856
ouﬂ_mwmo 13559
MBD3
z Y @ﬁm £n 55 7550

mzmmmooSSSN e

conauuo

PBK RHOD

TDGF1
FLT1
CDX2 Ba
vox_ SSCG00000010164
ox!

mzmmwoossosg
SRC
CG00000010278
aﬁ% // 5// 4 \39?%_”\
. BA w888
/_.::a - 011647 ._ﬂ/ _

_"m_"u \ LEF1
Jup

:wﬂ

ioE 560 g5 88880 @ o Szm S ERSSSCG0000002777 cm E mz_ac
11
%8 WNT7B 81»\\\\\
mzmm “THMOX1 o_"/ 600000009638
GTNNB zz_mm // ARF4 \\ zﬂz/ A m
ot - NN
PAXE ™\

Eb moeag \__.uu ug.u%_ g023150

m<z*
N SLCYA3R1 _“_.._.u

1282
mzmmmooss&%@mss W :.__: CHUK §§s %wmom 00b . -5 SCG000000C:
2NFes DLG1 8 0888%.33 _e,zw mzmmmom&s@%os Sws@_a P, \ EN moessco 74 /
\ oZIP1 N mooosososw
v mzmmmomSSeS._._.Eo SGK2 \
NFKB2 %
ACHE
NR2C2 ankmDz AR G NS Swﬁx
FGF19 FGF4

ammo/do_. ENSSSCG00000010215
11A2

apoptosis-related genes in ZEA-treatment groups. We obtained 6 core differentially expression genes between control and ZEA-

Supplementary Figure 4: PPI network based on the STRING database to annotate functional interactions between
treated groups. Node degree >20 was selected as the threshold.
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Supplementary Figure S: PPI network based on the STRING database to annotate functional interactions between
steroidogenesis-related genes in ZEA-treatment groups. We obtained 3 core differentially expression genes between control and
ZEA-treated groups. Node degree >20 was selected as the threshold.
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Supplementary Table 1: Primers used for quantitative-PCR
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Genes Sequences of primers Production(bp) Genbank
CYP19A41 F:5'- GATGCTGCATTGTCACTGCT -3’ 238 KF 314685
R:5-GGGAAGGTGTCACTCAAGGA-3’
FSHR F:5'- CGCTGGAAAGATGGCATACC-3' 155 GU_990798
R:5'- GCTCACCTTCATGTAGCTGC -3’
HSD17p F:5'- TGATGGACTTCACCTGTGCT -3’ 207 NM 001185137
R:5'- GGCATGATCCCAGCATTCAG -3’
TGF-f F:5'-AGGAAACCCATAATGCCCCA-3' 208 NM 214015.2
R:5'- TGGGCCCTATGGATAGCTG-3'
EDN-1 F:5'- CTCCTTTGCGGTGATGATGG-3' 174 NM 213882.1
R:5'- GGTGTGGACTTGGGTGTTTC-3’
IGF-1 F:5'- TCCTGGAGTTGGTAGATTGCT-3' 224 NM_ 214256.1
R:5'- ACGAATGTCTCTAGCAGCCA-3'
SFRP-2 F:5'- GGCCTCAGGAATGGATAGCT-3’ 165 NM_001244395.1
R:5'- CCCCAAACATCACACCCAAG-3’
1ER-3 F:5'- AGATCGAAGGCCAAGGACAA-3' 154 XM 001927551.3
R:5'- AGGGATGGAGAAAACTCGGG-3'
BDNF F:5-CCTGGATGCTGCAAACATGT-3' 226 NM 214259.2
R:5-CCCTCCTTTGTGTACCCCAT-3'
Bax F:5-ATGCGTCCAAGGAAGACTGAG-3’ 198 XM 003127290.4
R:5-CCCCAGTTGAAGTTGCCATCAG-3'
Bcl-2 F:5'-GCAGAGATGTCCAGTCAG-3’ 166 XM 003121700.4
R:5'-CACCGAACTCAAAGAAGG-3'
GAPDH F:5-CCCCTTCATTGACCTCCACT-3' 157 NM_001206359.1

R:5'-CCATTTGATGTTGGCGGGAT-3'




