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Table S1. M. tuberculosis strains used in this study 

Strain 
name 

Genotype Whole-genome 
sequence analysis 

Reference 

H37RvMA Wild-type; ATCC27294 See reference (1) (1) 

cydKO cydC::aph; constructed in H37Rv 
(ATCC27294) 

ND  (2, 3) 

∆cydA Allelic exchange mutant of 
H37RvMA carrying cydA deletion 
allele from base pair 121 to 1329 
resulting in 1209 bp in-frame deletion 
in the 1458 bp cydA (Rv1623c) gene.  

Rv1616:F77L, 
Rv1617/pykA:R17F, 
(Rv1628c:T126T) 

This study 

∆cydAB Allelic exchange mutant of 
H37RvMA carrying cydAB deletion 
allele from base pair 121 of cydA to 
2418 of cydB resulting in 2298 bp 
deletion in the cydA-cydB locus 
(Rv1623c-Rv1622c) 

pepN:V526A, 
ppsE:G146* 

This study 
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FIG S1 Treatment of M. tuberculosis H37Rv and cyd operon mutants with inhibitors of the cytochrome bc1 
complex confirms inhibition of Alamar Blue reduction in the wild-type strain. This effect is eliminated in the 
cyd operon mutants which retain full susceptibility over the 14-day assay. Isoniazid (INH) is included as a 
control; note also that the left-most column on each plate contains bacilli only (B, no drug control) and the 
right-most column is the media-only (M) control. Drug concentrations (μg/ ml) are shown in the tables above 
the plates; values in bold red typeface indicate the MICs inferred for wild-type H37RvMA. 


