Genes and Pathways
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Central carbon metabolism

Glycolysis (Embden-Meyerhof pathway), glucose => pyruvate 0.78 0.89 0.89 | 0.67 4 b 4 0.67 0.89
Glycolysis (Entner-Doudoroff pathway) 0 0 0 0  0) (0 (0| (o 0

Pentose phosphate pathway (Pentose phosphate cycle) b 1 071 0.86
Pyruvate oxidation, pyruvate => acetyl-CoA 0
Citrate cycle (TCA cycle, Krebs cycle)
Other carbohydrate and carbon metabolism
Galactose degradation to glycerate-3P (WEROWEY 0.25 VA
Rhamnose degradation 1 075

Fucose degradation 0.75 0.75 0.75 b b 0.75 0:75 0.75 0.75
oA 0.33 | 0 1033 0 0

L-Arabinose degradation to xylulose-P for pentose pathway 1
1 1 1 1 1 1 1
0

Xylose degradation 1 1
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0 GN 04 0.4 BDKS b Y Y O 05 0.2 04 04

1 1 1

D-Galacturonate degradation to pyruvate & D-glyceraldehyde 3P
D-Glucuronate degradation to pyruvate and D-glyceraldehyde 3P
Mannose degradation to glucose-P 1 1 1 1 1 1 1 1
Lactaldehyde degradation to pyruvate (Aerobic) 1 1 1 0.67 1 0.67
Fatty acid biosynthesis 1 1 1 1 1 1 1 1 1 1 1 1 1
Glycogen biosynthesis from alpha-D-glucose-6P via ADP-D glucose [ 0.25 HoOyAROyEaoys) 1 b 1 1 1 1
Glyoxylate cycle 0) (0) (0) (0) (0)
Ethylmalonyl pathway, alternative to glyoxylate cycle 0 0 0 0 0
Hydrogenase
Iron-only [FeFe]-hydrogenase 0
[NiFe]-hydrogenase
Group 1 [NiFe]-hydrogenase, H2 uptake 0
Group 2 [NiFe]-hydrogenase, H2 sensing 0 0
Group 3 [NiFe]-hydrogenase, NAD(P)-reducing 0 0
Group 4 [NiFe]-hydrogenase, H2 evolving 0 Iil
Fermentation
Pyruvate to acetate via acetyl-coA 033 033 0.67 NEERMEEY 1 [0.67 067 067 1 1 1
Pyruvate to propanoate (0 (0) (0) (0 (0) (0) () (0) (0) (0 (0 (0) (0)f (0 (0 (0)
Pyruvate to succinate (0) (0 (0) (0) (0) (0) 0) (0) (o) 0) (0 (0 (0)] (0 (0) (0)
Pyruvate to butanoate (0 (0 (0 (0) (0 (0 0) (0) (0) | ( ( (0) () () () (0) (0) (0)
Pyruvate to butanol 0.29 ﬂﬁ.ﬁ 0.43 043 043|057 050 OEETET| 043 043 043
Pyruvate to ethanol (0) (0) 0) (0) (0) 0) (0) (0)
0 0 0 0 0 0 0 0

Pyruvate to lactate
Pyruvate to acetone ( () (o) (0) (0) (0) (0) (0)
(0)
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Nitrogen related
Dissimilatory nitrate reduction, nitrate => ammonia
Denitrification, nitrate => nitrogen gas
TMAO (trimethylamine-N-oxide) reductioin
Nitrification, ammonia => nitrite
Nitrogen fixation, nitrogen => ammonia
Assimilatory nitrate reduction, nitrate => ammonia
Urease (Urea ==> CO2 + NH3)
Ammonia permease
Sulfur related
Dissimilatory sulfate reduction, sulfate => H2S
Dimethyl sulfoxide (DMSO) reduction
Polysulfide reduction
Thiosulfate oxidation by SOX complex, thiosulfate => sulfate
Alkanesulfonate oxidation to sulfite
ABC-type sulfate transport system
Sulfate permease
Assimilatory sulfate reduction, sulfate => H2S
Phosphorus related
Alkaline phosphatase
High-affinity phosphate specific transport (Pst) system
PiT inorganic phosphate transporter, low affinity
Polyphosphate storage and utilization
ABC-type phosphonate transport system
Methylphosphonate degradation
Phosphonoacetate degradation
Sensitivity and tolorance to oxygen
Superoxide dismutase (SOD)
Catalase-peroxidase, katG
Oxidative phosphorylation
NADH:quinone oxidoreductase (Complex I)
Succinate dehydrogenase complex (Complex I1)
Cytochrome bcl complex (Complex I11)
Alternative Complex Ill, ACIlI
Cytochrome c oxidase, aa3 type (Complex IV)
Cytochrome c oxidase, cbb3-type (Complex IV)

F-type ATPase complex (Complex V)
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