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Table S5: List of R. solanacearum traits expressed differently in vitro and in planta 

Previously Known 

Phenotypes 

Expression  in culture or in planta Based on in planta 

RNA seq data 

Swimming motility not regulated by PhcA1, 2, repressed by PhcA3 No change in expression 

levels of motility genes 

EPS Positively regulated by PhcA in culture 4, Positively regulated by 

PhcA in planta5 

Positively regulated by 

PhcA 

T3SS Repressed by PhcA in culture6, not repressed by PhcA in planta 7, 8 hrcC, hrpB, popA, popB 

and popC are positively 

regulated by PhcA 

Iron/siderohore Repressed by PhcA9 same 

SolIR QS system Positively regulated by PhcA10 same 

Cellulase, endo 

glucanase 

Positively regulated4, 11 same 

Ralfuranone synthesis Positively regulated by PhcA12 same 

TEK production Induced by PhcA4 same 

Twitching motility  pilA expression is repressed PhcA via PehR13 not affected 

   

   

New Phenotypes Phenotypes known in culture or in planta Based on in planta 

RNA seq data 

T6SS not known Positively regulated by 

PhcA 

Nitrogen metabolism denitrification genes are activated in planta7 Repressed by PhcA 

Rhs not known 3 of the rhs genes 

expression were down 

regulated 

Hemagluttinin not known differentially regulated 

Chemotaxis not known cheY and cheD2 

downregulated in phcA 

mutant 

Autolysin not known not affected 

Biofilm formation reduced in phcA mutant phcA mutant 

forms"Mat" like 

structure near the point 

of infection 

Sulfur metabolism Not known Repressed by PhcA 

Carbon metabolism Not known Pyurvate metabolism 

and TCA cycle 

upregulated 
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