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234 of records identified through 15 of records identified through
data base searching hand searching

v v

193 of records after duplicates removed

v

193 of records screened

131 of records excluded

v

62 of full-text articles assessed
for eligibility

v

42 of studies included

Supplementary Figure 1: Flow diagram of studies identification.

20 of records excluded:

Not primary head and neck cancer: 3
Not polymorphism of ncRNA: 7
Outcome not cancer risk: 6

Data not sufficient: 4




miR-146a: rs2910164 miR-196a2: rs11614913
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Supplementary Figure 2: Funnel plot of five genetic models of miR-146a rs2910164 and miR-196a2 rs11614913.



Supplementary Table 1: Characteristics of included studies. See Supplementary Table 1

Supplementary Table 2: Characteristics of SNPs that not eligible for meta-analysis. See
Supplementary Table 2

Supplementary Table 3: Publication bias tested by harbord test

Co-dominant Model

SNPs Allele Contrast Dominant Model Recessive Model
Homozygote vs Heterozygote Homozygote vs Homozygote
miR-146a rs2910164 P=0.388 P=0.309 P=0.304 P=0.371 P =0.640
miR-196a2 rs11614913 P=0.942 P=0373 P=0.423 P=0.129 P=0.959

SNP: single nucleotide polymorphisms.

Supplementary Table 4: Overall result of meta-analysis of eligible SNPs. See Supplementary Table 4

Supplementary Table 5: Subgroup analysis of eligible SNPs. See Supplementary Table 5



