Supplemental Figure 2. Correlation of NGSand RT-qPCR log, fold changes for validated miRNAs. miRNAs for RT-gPCR were
chosen from NGS results based on the following criteria: same direction of regulation in all three compartments; only significantly

regulated extracellularly (exosomes and serum); only significantly regulated cellularly counter-regulated in extracellular versus cellular

compartments.
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