Supporting Information — S3 File

PR00386 Motif 1 width=27

Element Seqn Id
SGTARSVTCTYSPSLNKLFCQLAKTCP 036006
SGTARSVTCTYSPCLNRKLFCQLAKTCP PS3_RABIT
SGTARSVTCTYSPDLNRMFCQLAKTCP PS3 CERAE
SGTARSVTCTYSPDLNRMFCQLAKTCP PS3_MACFA
SGTARSVTCTYSPDLNRMFCQLAKTCP PS3_ MACMU
SGTARSVIWTYSPLLNRLFCQLAKTCP PS3_CANFA
SGTARSVTCTYSPPLNRKLFCQLAKTCP PS3_FEICA
SGTARSVITCTYSPALNRMFCQLAKTCP PS3_ HUMAN
SGTARSVTCTYSPALNRMFCQLAKTCP 016848
SGTARSVMCTYSISLNRKLFCQLAKTCP PS3_RAT
SGTARSVMCTYSPPLNRLFCQLAKTCP 070366
SGTARSVMCTYSPPLNRLFCQLAKTCP P5S3 MOUSE
SGTARSVICTYSPSLNRLFCQLAKTCP P5S3_CRIGR
SGTARSVTCTYSPSLNRLFCQLAKTCP PS3_ MESAU
SGTARSVTCTYSPSLNRKLFCQLAKTCP PS3_SHEEP
SGTARSVTCTYSPSLNRLFCQLAKTCP P5S3 BOVIN
SGTARSVTCTYSPDLNRKLFCQLAKTCP PS3_BRARE
NGTARSVITCTYSPELNRKLFCQLARTCP PS3_ XENLA
SSTARSVICTYSPDLNRLFCQLAKTCP PS3_SALIR
AGTARSVTCTYSPVLNRVYCRLARPCP PS3 CHICK
SSTARSATWTYSTELRRLYCQIAKTCP 075080
SSTARSATWTYSTELRKRLYCQIAKTCP 075185
SSTARSATWTYSTELRRLYCQIAKRTCP 075922
SSTARSATWTYSTELRKRKLYCQIAKTCP 076078
SSTARSATWTYSTELRRLYCQIAKRTCP 088897
SSTARSATWTYSTELRRLYCQIAKTCP 088898
SSTARSATWTYSTELRRLYCQIAKRTCP 088899
SSTARSATWTYSTELRRLYCQIAKTCP 089097
SSGTRSVICTYSPDLNRLFCQLAKTCP 0933795
SSTARSATWTYSPLLKRLYCQIAKTCP 015350
SSTARSATWTYSPLLRRLYCQIAKRTCP 015351
SGTARSVITSTYSVELGRLFCQLAKTTP 092143
SGTARSVISTYSVELGRLFCQLAKTTP 057538
SGTARSVITSTYSETLNRLYCQLAKTSP PS3_ORYLA
SGTARSVTSTFSELLRRLYCQLAKRKTSP PS3 PLAFE
SKETRKSTTWTYSERLDRLYVRMATTCP Q27937

S3 Fig. The GenBank alignment of the p53 sequences from different

species surrounding the tyrosine at amino acid position 126. Y126 is
highlighted in yellow; the protein accession numbers are in blue.



