
FIG S2. TB biomarker model performance in Phase I. Combining the most significant univariate features 
and the most stable features identified by stability selection yielded an optimal model with nine markers: 
kallistatin, gelsolin, TSP4, afamin, BGH3, C9, testican-2, FCG3B, and DERM. Other markers such as LBP 
and NPS-PLA2 showed strong negative correlation with the top marker kallistatin and were therefore not 
included in the model. In contrast, markers such as FCG3B and BGH3 that were identified by stability 
selection were generally less correlated and therefore able to improve performance of models. A. ROC 
curve for HR9 (host response 9-marker model) in training, test, and blinded verification set. The colored 
boxes show the model performance expectations based on the 95% confidence intervals. B. Decision 
boundary plot based on the LogOdds for TB of 270 verification samples. Red, TB; blue, non-TB; hollow 
dots, mis-classifications; green, indeterminate due to analytical variability (LogOdds interval [-1.2, +1.3]).

Sample Set (Serum) Sens. / Spec.

Training 90% / 85%
HIV-negative 95% / 84%
HIV-positive 88% / 90%
smear-negative 100% / 90%

Test 89% / 88%
Verification (blinded) 80% / 84%
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