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Figure Legends 

 

Figure S1: Fibril formation kinetics of di-D-amino acid substituted Aβ. Peptides (40 

µM Aβ40, 20 µM Aβ42) were mixed with Thioflavin T in 10 mM sodium phosphate, pH 

7.4, and incubated with shaking at 37° C. The peptides examined are shown in the boxes 

to the right of each sub-figure. Note that semi-log plots are shown. 

 

Figure S2: Effects of substitutions on lag time in ThT fluorescence studies of fibril 

formation. Left panels: lag times (ordinate) for (A) Aβ40 and (B) Aβ42 were calculated 

as discussed in Methods and presented relative to positions of di-D amino acid 

substitutions (abscissa). Right panels: correlations of lag time and t1/2 for (A) Aβ40 and 

(B) Aβ42. Cross-correlation plots of lag time versus t1/2 show that the two metrics are 

strongly correlated. Correlation coefficients R were determined by linear fitting to the 

scatter plots using Kaleidagraph (version 4.5.2) graphing/data analysis software. 

 

 

Figure S3: Correlations of metrics determined from fibril formation kinetics. Cross-

correlation of the dFU/dt, t1/2, and FUmax determined by linear fitting to each of the 

respective scatter plots of Aβ40 and Aβ42 revealed a correlation (Aβ40: R=0.73 [0.96 

with two outliers (red points) removed] and Aβ42: R=0.91) between dFU/dt and FUmax. 

No correlations were observed between dFU/dt and t1/2 or between FUmax and t1/2 for 

Aβ40 or Aβ42. 

 



Figure S4: Oligomerization of single D-amino acid substituted Aβ40. Cross-linked 

Aβ40 was analyzed using SDS-PAGE and silver staining. Densitometry was performed 

on representative gels and oligomer frequency distributions were plotted for WT, D-N27 

and D-I32. 

Figure S5: Fibril formation kinetics of single D-amino acid substituted Aβ. Peptides 

(40 µM Aβ40, 20 µM Aβ42) were mixed with Thioflavin T in 10 mM sodium phosphate, 

pH 7.4, and incubated with shaking at 37° C. (A) Aβ40 with single D-amino acid 

substitutions. (B) Aβ42 with single D-amino acid substitutions. The peptides examined 

are shown in the boxes inside each panel. This is the linear presentation of the data in Fig. 

6. 

Figure S6: Morphology of Aβ42 D-F20. Negative stain electron microscopy of Aβ42 

D-F20 at t = 0 hrs.  
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