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Figure S1 Schematic diagram of differentially expressed genes involved in apoptosis

by KEGG!?. (http://www.kegg.jp/kegg-bin/show_pathway?map04210)




CELL CYCLE
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Figure S2 Schematic diagram of differentially expressed genes involved in the cell

cycle by KEGG!'. (http://www.kegg.jp./kegg-bin/show_pathway?map04110)
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Figure S3 Schematic diagram of differentially expressed genes involved in the DNA
replication by KEGG'?. (http://www.kegg.jp./kegg-bin/show pathway?map03030)
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