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75;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
499;Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales_Family_XI._Incertae_Sedis;Finegoldia;Finegoldia_magna
1092;Bacteria;Proteobacteria;Alphaproteobacteria;Caulobacterales;Caulobacteraceae;unclassified;unclassified
149;Bacteria;Firmicutes;Clostridia;Clostridiales;unclassified;unclassified;unclassified
556;Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;unclassified;unclassified
885;Bacteria;Proteobacteria;unclassified;unclassified;unclassified;unclassified;unclassified
88;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
377;Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;Prevotellaceae;Prevotella;unclassified
557;Bacteria;Firmicutes;Clostridia;Clostridiales;unclassified;unclassified;unclassified
646;Bacteria;Actinobacteria;Actinobacteria;Actinomycetales;Corynebacteriaceae;Corynebacterium;unclassified
776;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
895;Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Nitrospinaceae;unclassified;unclassified
185;Bacteria;Proteobacteria;Epsilonproteobacteria;Campylobacterales;Campylobacteraceae;Campylobacter;unclassified
278;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
791;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
1002;Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales_Family_XI._Incertae_Sedis;Anaerococcus;unclassified
1104;Bacteria;Actinobacteria;Actinobacteria;unclassified;unclassified;unclassified;unclassified
279;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
560;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
899;Bacteria;Firmicutes;Clostridia;Clostridiales:Clostridiales_Family_XI._Incertae_Sedis;Finegoldia;unclassified
981;Bacteria;Actinobacteria;Actinobacteria;Actinomycetales;Actinomycetaceae;unclassified;unclassified
36;Bacteria;Firmicutes;Bacilli;Lactobacillales;Enterococcaceae;Enterococcus;Enterococcus_faecalis
425;Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas;unclassified
1200;Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacteriales;Enterobacteriaceae;unclassified;unclassified
173;Bacteria;Firmicutes;Bacilli;Lactobacillales;Enterococcaceae Enterococcus;unclassified
340;Bacteria;Proteobacteria;Gammaproteobacteria;unclassified;unclassified;unclassified;unclassified
612;Bacteria;Proteobacteria;Alphaproteobacteria;Rhizobiales;Rhizobiaceae;Rhizobium;unclassified
656;Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas;unclassified
798;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified

1089; Bactena Proteobacteria;Alphaproteobacteria;Sphingomonadales;Sphingomonadaceae;Sphingomonas;unclassified
262; Bacterla Flrmlcutes Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
341;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
383;Bacteria;Proteobacteria;Alphaproteobacteria;SphIngomonadales;Sphingomonadaceae;Sphingomonas;unclassiﬁed
657;Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas;unclassified
1195;Bacteria;Proteobacteria;,Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas;unclassified
382;Bacteria;Proteobacteria;Alphaproteobacteria;Sphingomonadales;Sphingomonadaceae;Sphingomonas;unclassified
630;Bacteria;Proteobacteria;Alphaproteobacteria;Sphingomonadales;Sphingomonadaceae;Sphingobium;unclassified

415;Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas;Pseudomonas_cedrina



