
 
 

Supplementary Figure 11: Evidences of clonal switching of key driver genes during 

GBM evolution. (A-B) Rearrangement of EGFR exons based on WES data. X-axis 

indicates 28 exons of EGFR gene, and y-axis indicates the copy number change 

comparing with corresponding normal control. Red indicates untreated samples, while 

black indicates recurrent samples. Gain of EGFRvIII was highlighted. (C-E) Sanger 

validation of mutations of some key driver genes. 
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