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Supplementary Figure 12: Mutation contour plot, illustrating the variant allele fraction
(VAF) of somatic SNVs and small INDELs in untreated and recurrent tumors of patient
with clonal switching in key driver genes. The gray dashed rectangles indicate
mutations undetectable (<5%) in one of those two samples. The numbers inside the
square indicate the number of mutations in common, only in recurrent, and only in
untreated tumor. Mutations in bold were validated by Sanger, and those in red were

expressed. The dot color and the contours indicate node density.



