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Figure S1. Auxarthron pseudauxarthron TT1-0363. A. Ascomata formed naturally on rabbit dung.
B. Three-week-old colony grown on malt-yeast extract agar in 100-mm Petri dish. C. Close up of
ascoma formed in culture. Bar = 500 um. D. Ascomata formed in culture. Bar = 500 um. D-F.
Hyphal structure of reticuloperidium. Note spine-like terminal hyphae. Bar = 10 um. G-H.

Ascospores. Bar = 10 pum.




Auxarthron kuehnii SMOK1TNPKJSTE0MAK ABBE1654.1 chicken, Japan
Auxarthron kuehnii CBS 538.72 NR 103573.1 ex-type sirain, dust with bat dung, Georgia, USA
Aucarthron kuehnii IHEM 16191 AJ426455.1 soil, California, USA
Auxarthron kuehnii IHEM 16190 AJ428454 1 soil, California, USA
————— Auxarthron kuehnii IHEM 16193 AJ426457.1 sail, Utah, USA
Auxarthron kuehnii CBS 632.72 AJ426453.1 dung, California, USA
Auxarthron pseudoreticutatum UAMH 3569 AJZ71423.1 ex-type strain, dog dung, Texas, USA
Auxarthron pseudoreticulatum UAMH 3117 NR 111111.1 lizard dung, Chihuahua, Mexico
Auxarthron pseudauwarthran IFQ 31701 NR 111083.1 ex-type strain, rabbit dung, Utah, USA
Aucarthron kuehnil F28 HQ380777 .1 air in cave, Gansu, China
Aucarthron kuehnii UAMH 3115 £J271422.1 small animal dung, Arizona, USA
Auarthron kuehnii RY 22810 AJ271424.1 soil, California, USA
TTI-00363 rabbit dung, Texas, USA

Aucarthron kuehnii IHEM 16192 AJ426456.1 soil, Utah, USA
—ﬁ— Auxarthron sp. UAMH 10258 KC470857.1 soil, Manitoba, Canada
Aucarthron sp. UAMH 10258 KC470858.1 soil, Manitoba, Canada
Auxarthron concentricumn FMR 4053 AJ27T1427 .1 river sediment, Girona, Spain
[E Auxarthran concentricum 10406 KPS§36435.1 hedgehog dung, Italy
Auxarthron concentricum FMR 4054 NR 1110891 ex-type strain, river sediment, Girona, Spain
Auxarthron chlamydosporum ACO702 IV KJ413382.1 metallic surface, Para, Brazil
% Auxarthron sp. BY 24809 AJ271425.1 unknown

Auxarthron chlamydosporum FMR 7680 AJ426458.1 20il, Jordan
Auxarthron califomiense UAMH 1839 NR 1212591 ex-type sirain, pack rat dung, Califomnia, USA

'—'
0.1

Figure S2. Maximum likelihood analysis of the ITS rDNA region of selected fungi of the genus
Auxarthron. Branch nodes receiving more than 50% statistical support out of 1000 bootstrap
replicates are indicated by a red circle on the branch node. Initial trees for the heuristic search were
obtained by applying the neighbor-joining method to a matrix of pairwise distances estimated using
the maximum composite likelihood approach under the GTR+G model. Auxarthron californiense
was designated as the out group. New strain of A. pseudauxarthron TTI-0363 is indicated in red.
The ITS rDNA region regions were resampled from strains compiled in the previous works of
Sarrocco S, Diquattro S, Baroncelli R, Cimmino A, Evidente A, Vannacci G, Doveri F. 2015. A
polyphasic contribution to the knowledge of Auxarthron (Onygenaceae). Mycological Progress
14:1-20 and Solé M, Cano J, Guarro J. 2002. Molecular phylogeny of Amauroascus, Auxarthron,
and morphologically similar onygenalean fungi. Mycological Research 106:388-396.
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Figure S3.

'H NMR Spectrum of Auxarthrone A (1; 500 MHz, CDCl)
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Figure S4. *C NMR (APT) Spectrum of Auxarthrone A (1; 125 MHz, CDCl,)
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Figure S5.
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'H NMR Spectrum of Auxarthrone B (2; 500 MHz, CDCl5)
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Figure S6. *C NMR (APT) Spectrum of Auxarthrone B (2; 125 MHz, CDCls)
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Figure S7.  'H NMR Spectrum of Auxarthrone C (3; 500 MHz, DMSO-d;)
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Figure S8. *C NMR (APT) Spectrum of Auxarthrone C (3; 125 MHz, DMSO-ds)
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Figure S9. 'H NMR Spectrum of Auxarthrone D (4; 500 MHz, CDCl5)
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Figure S10. *C NMR (APT) Spectrum of Auxarthrone D (4; 125 MHz, CDCly)
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Figure S11. LC-UV-MS analysis of auxarthrone E (5)

A) LC-UV-MS chromatogram of 3-pentanone extracts and positive ion (355), negative ion (353) search for auxarthrone E (5)
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B) ESI mass spectrum of auxarthrone E (5)

x102 + Scan:2 (16 min) 1CD-0401.d

1.1
N 355.1
0.9
0.8
0.7
0.6 223.1
05
0.4

0.3+

0.2 265.3

640.3
179.2

0.1+ 311.2 7445 786.4
( 4214 4642 5064 5509 615.4 682.0 840.3 8925

0

-0.14

150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625 650 675 700 725 750 775 800 825 850 875 900 925 950
Counts (%) vs. Mass-to-Charge (m/z)

13



Figure S12.

'H NMR Spectrum of Auxarthride A (7; 500 MHz, DMSO-ds)
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Figure S13. *C NMR (APT) Spectrum of Auxarthride A (7; 125 MHz, DMSO-d;)
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Figure S14.
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'H NMR Spectrum of Auxarthride B (8; 500 MHz, DMSO-dg)
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Figure S15. *C NMR (APT) Spectrum of Auxarthride B (8; 125 MHz, DMSO-dg)
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Figure S16. LC-MS Analysis of the FDAA Derivatives of Hydrolysates of Auxarthride A (7) and the Standard
Amino Acids
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Figure S17. LC-MS Analysis of the FDAA Derivatives of Hydrolysates of Auxarthride B (8) and the Standard
Amino Acids
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