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DYRK1AL IS
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DYRK1A B |

DYRK1A} —

Fujita1_deletion
Oegema?2_deletion
Ji12_deletion
Bronicki6_deletion
Yamamoto1_deletion
Ji14_deletion
Ji11_deletion

Yamamoto2_deletion
Ji13_deletion
Yamamoto3_deletion
Oegemai_deletion

Ji10_deletion

Valleto1_deletion

DYRK1A variants

VanBon1_deletion
T110.03_frameshift|  Ji3_stop_gained
Courcet2_frameshift|
Ji1_stop_gained|
VanBon5_stop_gained|
Ji6_frameshift |
T167.03_frameshift|
Jia_frameshift|
VanBon4_splice_donor |
Ji7_missense|
Ji2_stop_gained|
Ruaud1_stop_gained|
Redin1_stop_gained|
Bronicki2_stop_gained|
Redin2_frameshift |
Bronicki3_frameshift |
T193.03_splice_acceptor
VanBon6_splice_region,intron
Ji8_missense
Bronicki1_stop_gained
Luco2_stop_gained
VanBon2_stop_gained
Bronicki8_frameshift
Ji9_missense
T188.03_missense
Ruaud2_missense
Bronicki5_frameshift
Luco1_splice_region,intron
Bronicki4_missense |
T107.03_splice_donor|
Ji5_frameshift |
T156.03_frameshift|
Iglesias1_stop_gained |
Bronicki10_frameshift|
VanBon3_splice_acceptor |
T194.03_frameshift|
Bronicki7_stop_gained|
T160.03_frameshift|
T118.03_frameshift|

|

Okamoto1_3_prime_UTR)|
Bronicki9_3_prime_UTR]|

DYRK1A mosaic variants




