MAD vs MrMosaic Across Different Average Coverage, at 0.375 Clonality
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Supplementary Figure 4: WE performance of MrMosaic across 50-100x: We generated simulated exomes of 50x, 75x,
and 100x depths and measured MrMosaic detection performance across coverage. Detection was measured at events of
0.5 clonality. Simulated event size and coverage (in ‘x’) are denoted in column and row headers, respectively. Increasing
coverage is positively correlated with higher performance. This is likely due to a greater number of events passing
minimum depth threshold (more signals) and a more precise estimate of non-reference discrepancy (better signal:noise
ratio).
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