100

¢
. 555, 000
. §55.000 l
; -

F AF-1

E - DBD H+LBD

% of Interaction with TAK1

Angll

B e PhOSphO/total TAK1
ssssss  phospho/total NF-kBp65

==+ phospho/total p38 MAPK

*k%

Relative band intensity
(in arbitrary units)
N
wm

C A A+ F A+ AF-1 A+ DBD A+ H+LBD

S-5: Effect of PPARa domains upon modulation of PPARa::TAK1 interaction and
TAK1-driven non-canonical TGF- pathway in Angll treated cardiac fibroblasts.

A: Graph showing relative intensity of binding between different PPARa domains to TAK1 in
Angll treated cells. ¢; p<0.05 compared to ‘F’ plasmid infused Angll treated cells, ¢¢¢;
p<0.001 compared to ‘F’ plasmid infused Angll treated cells, §§§; p<0.001 compared to
‘AF-1" plasmid infused Angll treated cells.

B.Graph showing relative effect of different PPARa domains regulating TAK1 mediated
non-canonical TGF-B signaling pathway. *** p<0.001 with respect to empty plasmid infused
control cells; ** p<0.01 with respect to empty plasmid infused control cells; # p<0.05 with
respect to empty plasmid infused Angll treated fibroblasts; ## p<0.01 with respect to empty
plasmid infused Angll treated fibroblasts; ### p<0.001 with respect to empty plasmid in-
fused Angll treated fibroblasts; f, p<0.05 with respect to ‘AF-1’ plasmid infused Angll treat-
ed cells; 1N, p<0.01 with respect to ‘AF-1’ plasmid infused Angll treated cells.

Supplementary Figure S-5





