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Supplemental Figure 2. Sakurai et al.

>BERV-K3
AFGGCCTTGCTCACTGAAGCTTGGTCTCCCCGTGTCATTCTCTCTCTCTCTCTCTCTCTCT

CTCTCTCTCTCTCTCTCTCGCTGACGCCGACGCCGTCTCTCCTGAGGGTACCCCTGGATC
CTGCTGGGGCTGGACCCCAGCAAGTGGCACCCGAACAGGGTCCCAAAGGTAAGTCTCCCC
CATTGTGCAGTTTTTCGGGAAGGCTAGGACCCCACTCAGGGTGCCGCGGACCCCCCTGCA
TAAGATAGGTAGGGTGAGTAGGAGTGGGTAGTGTTGACTCTTTCCTTGCAGACAGAAATC
TCTGACACGGGTAACAAGGAGTCAAAAGAACAACAACTCTTTATAGGAGTAATCTTGCAA

PFF: Forward primer used tdisolate predicted the full length of BERV-K3
TTGTTAAACAAAAGAGGAATTAAGGTTAAAAAGGCTAATGTTCAATCCTTTTTTACATTT
GTACAAGAACAGTGTCCTTGGTTTCCAGAAGAGGGCACTGTTAACTTAGAAACATGGGAG
AAGGTAAGGAAACAGTTAAAAACTTACTACATTCTGCATgtCCGGAAAGGGTGCCCACTG
ATACCTTTTCCTTATGGAATATGATTAGAGATGCTTTAGACCCTGCTCATGAATCTGAAC
GAGTGCCTAGTAAGGAGGAAAGTGAGGAGGAAGAGTCCAAGCCTAGCTATCGGCAGTTAA
GAAGTATGCTGGCTGCCATGAACACCAACAGTCATTTAGAAAGTGGGGATGAAAAGGAGG
AACAGCTTTCGCTCCAAGATGAAAAAGATTTAGAAGCAGCAGCAGCTCGCTATCATTCTG
ATGAATATTGGTCTTTTTCAGCTAAAGATGCTCCTAAGAGCTTGAGAGAAACATCCCCAA
TCAGACCATTCGTAAGATCCAAACAGCAAACAGTTAAATCTCCAGAACAGGAAAAGAGAA
ACATGGGACGCTCCCATCCCCCCATACCTCCTCCTCCTTATGAGGGGAAGCGGCCTCCGC
TAGGAGTTTCTCAGAGAAGGGTTTTTTCTAGTCCCGAAGatgaatttgatccccaccttg
aggcttgtttttctgTAATTTTTGAGGAAAGGGATGGGAGAGACGTCCCCTCCTGGGAAC
CCCTTTCAATGAAACTGATTAAAGAACTCAAACAGGCTTGTGCTTTATATGGGGCTACAG
CTCCATACACCCTTACATTGTTAGACGCCTTAGCGGCCAGATGGATGATCCCATATGACT
GGAAAACAGTCGCTAAGGCTTCTCTGTCTGGAGGACAATATCTACTCTGGAGAGCTGAAT
ATGAGGACCTCGCCCGAAAGCAGGCTAGTGCTAACCGCAGATATGGCCCGAGACACATTG
P1F: Forward primer for real-timé PCR analysis

TACAAGAAATGTTGGAGGGAATTAATGAATTTGATACAATTAGAGATCAGATGGGTCTAG
ATAGAGAGGCTTTAGAACAGGTAACAGCCTGCGCCCTTGGGTCCTGGCGATCATTGCCTC

5'-RACE product “P1R: Reverse primer for real-time PCR analysis and for 5'-RACE primer
AAGGGAAAGAATCAACCTCTTCCTTTTCAAACATTAAACAAAAACCAGAAGAGCCATATG
AGGACTTTGTATCACGACTTATAGAGGGAATTCACAGGGTAATTCCTAGTGATGAGGCAG
CTGGAATATTGGTAAAACAACTGGCATTTGAAAATGCTAATTCTACCTGCCAGGCCATCC
TACGTCCTATAAAAAAATCTGGGGAGATAGGAGACTACATCAAGCAATGCGCAGATGTAG
GACCAGCAATAATGCGGGGCATTGTCATAGCTGCAGCCATAAAAGGAAGTTCTTATCAAC
AGACAGTTCAATCCTTGTTTGCAGGCAGGAATAATCCATCAAAGAGTTATTTAAATAATC
AAGGACAGAATACTAACCTGTCCAAAGCCTGCTTTTCTTGTGGCCAGGAGGGGCACTTTA
TCTGCGCTTGCCCCCAAAAAACAGCTGGTTCTTCTCTGCCAAATCCTGCCTCCCTGGCTG
TGACTCCTAATCTCCCTAAGACTCCTTGCCTTCGTTGTCAGAAGGGATATCACTGGACAA
AGGACTGCAGATCAAAATTCCATAAAAACGGAACCTTGCTAGTTCCTGACCAGCAGTAGG

P1R': Reverse primer for confirmation of BERV-K3 expression

GAAAACAGGTTGAGGGGCCAGCCTCAGGCCCCGACAACAATTGGGGCAACAACGCTAAAC
CCATTAATACCCTTCATCCCATCGCAGAACTCATCAGAGCAACCCCAGGCAGTGCAGGAC
TGGACCTCAGTTCCACCACCTCAACAATATTAACACCAGATAGTCCTACTATAAAAACCC
CTACAGGGGTTAAAGGTCCATTACCAACAGGCCTGGTGGGAATTATATTAGGCAGAAGCT
CCTCAGCTATGCAAGGTCTTACAATTATCCCCAGAGTGATTGATTCAGATTATACAGGAG
AAATTCAGATAATGATTTCACCCCCAACTAAAACTACACAAATTCATCAGGGACAAAGAA
TAGCTCAACTTTTACTTTTGCCCTACTACACTGCCATAGGACACACCGCTACTCAAAGTG
AGAGACAGGAAAAAGGATTTGGGTCCAGTGATATGGTCTTTTGGATAACAGAAATTACTC
AGAAATGCCCCATGAAAAATATTCTGGTCAGTGGCAAGTCTATTGTGGGGCTTTTAGACA
CAGGAGCAGATGTCTCTTGCATTGCTGGGAAAGAACGGCCCAGCTCCTGGCCAACACATA
CTACTGAAAATGAGCTGGTGGGATTAGGGAGAGCCCCTGCAGTAGTTAAGAGTGCAAAAA
TATTAGATTGGCAGTTTGAGGATACCTGTGGAACTTTCCAACCCTATGTAGTTCCTTTGC
TTCCCTTTACCCTATGGGGGAGGGACATGCTGTCTCAAATGGGAGTGCTACTTTTTAGCC
CTGATGACAAAGTGACCTCC =~
PFR: Reverse primer used to isolate predicted the full length of BERV-K3




Supplemental Figure 3. Sakurai et al.

<~2500 bp




Supplemental Figure 4. Sakurai et al.
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Supplemental Figure S. Sakurai et al.
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Supplemental Figure 6. Sakurai et al.
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Supplemental Table 1. The listing of detected candidate BERVs with our criteria

Transcript ID

ENSBTAT00000012578
ENSBTAT00000056525
ENSBTAT00000057505
ENSBTAT00000010721
ENSBTAT00000052900
ENSBTAT00000015113
ENSBTAT00000007724
ENSBTAT00000057217
ENSBTAT00000053802
ENSBTAT00000052494
ENSBTAT00000052446
ENSBTAT00000045982
ENSBTAT00000056733
ENSBTAT00000055392
ENSBTAT00000055549
ENSBTAT00000055890
ENSBTAT00000053256
ENSBTAT00000056855
ENSBTAT00000052004
ENSBTAT00000056638
ENSBTAT00000054993
ENSBTAT00000048899
ENSBTAT00000029110
ENSBTAT00000029917
ENSBTAT00000053686
ENSBTAT00000055205
ENSBTAT00000056273
ENSBTAT00000055667
ENSBTAT00000056521
ENSBTAT00000052873
ENSBTAT00000056462
ENSBTAT00000056109
ENSBTAT00000052852
ENSBTAT00000035736
ENSBTAT00000053608

Gene ID

IPI00707306.1
IPI00904065.1
IPI00906274.1
SUNC1_BOVIN
IP100906993.1
IP100700272.3
IPI00701691.3
IP100906900.1
IP100906900.1
IPI00907124.1
IPI00907124.1
IP100838228.2

IP100905140.1

Q8WN39_BOVIN

IP100904459.1
IP100907097.1
IP100907097.1
IP100904742.1
IP100904223.1
LOC100138895
IP100904926.1
IP100904926.1
IP100694551.3
IP100908010.1
IP100907308.1
IP100904145.1
XR_042937.1
IP100905125.1
IP100905125.1
IP100903636.1
IP100903636.1
IP100907442.1
IP100701407.3
IP100906522.1

Chr.

N~NOOOOOoOO U, BNNN

NNNNNNNRRRPRPRPBR
VWb, RLrPFRPLPOUOERERE

X
Un.004.233
Un.004.278
Un.004.371
Un.004.3054
Un.004.3323
Un.004.3323
Un.004.3323
Un.004.3323
Un.004.5504
Un.004.662
Un.004.974

Tag

+

N.D.
N.D.
N.D.

+

gZZztzzzzzzz+t +++++ 2

+
o

N.D.
N.D.
N.D.
N.D.
N.D.
N.D.
N.D.
N.D.
N.D.
N.D.
N.D.

o

OooooUo o

oo

Gene length
707
819
1848
1405
2472
1536
1827
1896
1920
1617
2463
1680
1788
1482
1035
1515
1686
1830
1716
2469
1440
1878
1881
1983
1524
1836
1731
1779
1878
1902
1899
1995
1683
1434
1815

Chr.:Chromosome, Tag: Detectable with SOLiD3 analysis, +: Detected, N.D.: Not detected
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