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| Amcase | | | PepA | | Heixe-atPase | | cit [ mucin | chit1 |

TGACTTCACAGGCACTTTCTGCAACCAGGGCAAGTTCCCCCTGATCAACACCCTGAAGGATGCT
CTTGGCCTGAATAGCACAAGTTGCACCG

GGATCCGGCGGCATCGATTCTTCTTACTACACAGGAAGCCTGAACTGGGTGC
CTGTTTCCGTCGAGGGTTACTGGCAGATTACCTTGGACAGCATCACC

CTGGGTTCACTGACTACTTCACGGCCAT
SGCCCAGGAGGGCTGGTTCCCACTGCTGTGTGTGGGGCTGCGGCCACAGTGGGAGAACCACCAC
CTACAAGAC

CCACAACCTGAAGACACAGTTTGATCGGCTTAAAGCGGAAGCAGGCA
CCTATAACCTGACCATCAGTGAAGTTAGTGTGATTGATGCACCATTTCCTTCCTCTGCTCAGCG
GATCCGTCAACTCAGCCATCAGGTTTCTGCGCAAATATGGCTTTGATGGCCTTGACCTTG

Figure S1. Single standard DNA molecule used for gqPCR. (a) Schematic
representation of the standard DNA molecule. (b) Nucleotide sequence of the
single standard DNA. The single standard DNA, 956 bases long, contained
cDNA fragments of AMCase, GAPDH, B-actin, pepsinogen A (Pep A),
pepsinogen C (Pep C), HY/K*-ATPase, Gastrin, gastric intrinsic factor (Gif),
Mucin and Chitl in a one-to-one ratio. Primers for qPCR in each target DNA
region are shown in underline.



Figure S2. Full-length gel image shown in Fig. 3a. Full-length gel
images of SDS-PAGE and CBB staining.
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Figure S3. Full-length gel and blots shown in Fig. 3b and c. (a)
Western blotting using anti-pepsin and molecular weight markers. (b)
Western blotting using anti-AMCase and its molecular weight markers.



Figure S4. Full-length gel image shown in Fig. 4. Full-length gel
image of SDS-PAGE and CBB staining.
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Figure S5. Full-length gel and blots shown in Fig. 5. (a) Full-length
gel images of SDS-PAGE and SYPRO Ruby staining in Fig. 5a. (b and c)
Full-length gel images of FACE methods in Fig. 5¢c and d.
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Figure S6. Full-length gel and blots shown in Fig. 6. (a) Full-length
gel images of SDS-PAGE and SYPRO Ruby staining in Fig. 6a. (b-e)
Full-length gel images of FACE methods in Fig. 6¢-f.
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Figure S7. Full-length gel and blots shown in Fig. 7. (a and b) Full-
length gel images of FACE methods in Fig. 6a and b.



Table S1. List of qPCR primers.

Gene
AMCase
GAPDH
B-actin
Pepsinogen A
Pepsinogen C
H*/K*-ATPase
Gastrin

Gif

Mucin

Chit1

Forward primer

TGACTTCACAGGCACTTTCT
ACCTCCACTACATGGTCTACA
CTTCTAGGCGGACTGTTAGTTG
GGCGGCATCGATTCTTCTTA
GAGTTCCTCAAGACCCACAAG
CTGGGTTCACTGACTACTTCAC
GGACCGGTGGTCTCTTCTATTA
ATGGATGGAGGAGGAAGAAGA
CCACAACCTGAAGACACAGT

GTCAACTCAGCCATCAGGTT

Reverse primer

CGGTGCAACTTGTGCTATTC
ATGACAAGCTTCCCGTTCTC
AGCCATGCCAATCTCATCTC
ATTACCTTGGACAGCATCACC
GATGCTGATCTCGCCAAAGTA
GAGAACCACCACCTACAAGAC
TCCGCAACTCCTTCGTTTAAG
TCTGGAGCTCGGTTCTAGG
GCTGAGCAGAGGAAGGAAAT

CAAGGTCAAGGCCATCAAA





