a

-3000 tgggttttaa

ctttgtgcct
cacctataat
agttcgagac
tgctgggcat
atcacttgaa
gctggggata
ggcgtggtgg
tcaggcaggt
aaaatacaaa
ctgaggcacg
ggacagagca
tggtgttaac
ctttgattca
gtctggcatc
atgcctctct
tacatgagtg
actatgttaa
aactaagtcc
tattgtaata
cactgagttt
aaaggggcca
catcatgtgt
tttaacgtgc
ctcatccgcg
tagtagggga
cactctcaga
ctgaatcctc
ggggttcgcea
acccgecccge
agagtagcgg
gcgccgegcec
cctggccaat
cgcgggacca
gcccgaggag
cgccgggcegt
tcgcgtggaa
ggagagtaaa
ccccgectet
gcaaagcgtc
gcgtagagcc
gctcctcaga
taggatgggg
ccagggagag
gcgcctgcectce
tgtgctcgcet
tgtcaggccc
cccgggagcec

-60 ttaagaaact

hSMADG6 (ENSG00000137834)

tccggcatcg gctactaatt ataagcttgt
cagtgtcttt atctataaaa tggtgataat

ccca ccggcag
cagcctggtc aacatggtaa agccccgtct
ggtggcgcat gcc

cccgggaggt
gagtgagact
ctcacgctta
caggagttcg
aattagccgg
agaatcactt
aggctctgtc
aaccacagct
gcaggtggac
acagacctac
ggttttagca
agctcctgtg
gtccttatat
tggaacattg
cacagtcaaa
ctgtttgtat
caagacaggc
gtttgttcac
actatctcca
gtttcaaaca
tgggtgtgag
gagcgcagcg
cttgcaaatg
ccgececgcegcea
cggcgccccg
aatttctttc
99999tgggg
cggcgccgcg
atcccgactt
gtaccccgcece
caggctgctg
acctctctag
cttgagaagg
accccaccct
ctgagctccc
cctagtgcag
ggctcaaccc
gtttggaaca
gcaaagcgcc
gtggctcgtg
cgcatccgtg
tgggcggggg
ggccccttgg
tgaaaccttg

ggaggttgca
ccgtctcaaa
taatcccaac
agaccagcct
gcatagtggt
gagtgcagag
tcaaaaaaat
atccccaaaa
ctttgaacca
acaccacttc
tgttagcatt
cctcagtttt
attaataata
ccttgcccat
gataatccac
tttaagatgt
ttctggggtg
gtgtgaaaat
gggaccttcg
agaaactgag
gaagtgtctc
cgaacagtac
ccacccttcecce
ctccccaggce
cggtcaccgc
attcagcgcg
ccgececgegceg
cccggggggyg
tacaagcttg
gcgccggcectce
ccgccgegcece
ggaaagcgtg
gagaggaagc
ctccatctcc
tgtttggccc
tcacggaaga
tggaaggcac
actttaaagt
ccgtttgcgt
taaccctgtg
ctctgggcgce
tgccggggtyg
agcctccggce
tttgcgcaac

gtgagccaag
aaataagcaa
actttgggag
ggccaacatg
gcatgcctat
ctgagatccc
aaatacatta
cgttgtattc
cattttggaa
cagccagagg
gtcaatgtca
cctcatctgt
atagtaccta
agtaacgact
aaagagcata
attaatttcc
caggtcaggt
tcatcctgcet
tggttctgtg
gctaggaccg
agtccgatct
ctggttccag
cccagcgcac
tagctccacg
gggggaatgg
gggccaggct
¢ggggggaga
gaggggggcc
aacttttgcc
caggggcagyg
cccgatcccg
atccctcacc
acccggcectg
ccactccggg
ggcagagcga
tccgctaccce
acatgcacac
gcaaagtgtg
ccgagtctca
tgtgtgtgtg
aacgcgaggce
gtgtggggcg
cctgcaatgg
aatcagcgcc

gcaagttact
aggccggacyg
atctcttcag
ctactaaaaa
gctg
atcgcaccac
aaaatggtgg
gccgaggcag
gtgaaaccac
agttccagcect
accactgcac
aataaaaaat
tggggcctca
atccctgcect
atgagcaggc
tcctecgtttt
aactggagat
tgttaagtgt
caatacgcac
cacggggata
ccatgggcga
tgctttttgg
gttcgcttgce
aagcacgaag
ctactttaat
ttctttcggg
gtaaagctca
acagactctg
cgtggtcact
cgcccagccce
cctgcccgga
gggcggggcec
caggcctttt
accctcggac
agcggcctta
cccccaaccce
tacagccctc
gagggggccc
cgagcctgga
cccccgactt
caacatatcc
ccatttttat
tttgtaagtt
gtgggtccge
tgtgtgtccg
agaaagcggg
ggggcccgag
gacgtgttct
gcggagccgce

tttggcaagc
tggtggctca
gcaggtcagg
tacaaaaatt
aggcaggaga
tgcactccag
taacaggccg
gcggatcact
gtctctacta
atttgggagg
tccagtctgg
aaaaataaaa
acccctgaca
aaagagtata
gtgctggttc
agtggcaagt
aataatagta
tgtgagcgtt
gaactattat
aaagaaaata
aaagtgactg
gtgctggtga
gatttgtgca
ggcaagcatc
ttggccaaag
gagcaacggc
gcaaagggtt
ggcacggccg
ctccagggag
cgggccaatg
aaggggcggyg
ggcccctctg
ttcccctecg
tagcgagcgc
acccttcccg
acccccattt
tccgaggtge
ggccggecgg
gccaccgtac
tgtgcaagga
gccgccccect
tagcctaccc
tgtgcacaag
cgagccttgce
cgcgcgcgtg
ccgcgggege
ctcggcccge
cctttaagag

caaagtgtct TSS
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2769 2737 hSMADG6 p53RE (FamTaG) s
ACARRAATTTGCTGGGCATGGTGGCGCATGCCT ENST00000288840
NI I TN T Gene ENSG00000137834
ACARRACTTGTGCAGGCTATTGTGTICCAAGGCCT

2191 -2159 mSmad6 p53RE Y

ENSMUST00000041029.5
Gene ENSMUSG00000036867

Supplementary 4. Martin-Lopez et al.



