Table S1. Primers used in this study

. . Target or
Primer name Primer sequence (5’ to 3°)
goal
aphB 1 AGTACGCGTCACTAGTGGGGCCCTTCTAGAGCCTGATACCACGATAAGCGGCATA
aphB 2 GTTTTCGCTATCTAAATTTCCAGACACATTAAATTACCG
aphB
aphB 3 AATGTGTCTGGAAATTTAGATAGCGAAAACAAAAACCAGAGCC ]
deletion
aphB 4 TAACAATTTGTGGAATTCCCGGGAGAGCTCATTGATATGCCAAGTGCTACAGAG mutant
aphB outF TCGCCTGAGATAGGTGCTCATAATT
aphB outR CAGATTATTGAGATGGCTCGTGATT
aphB-Flag-F CCATACCCGTTTTTTTGGGCTAGCGAATTCACAGGAGGAATTAACCATGAAATTAGATGACTTAAACCTG B
ap.
aphB-Flag-R1 TCGTCGTCCTTGTAGTCTGAGCCACCGCCACCGTGAATGTTATAAGCGATC expressed
aphB-Flag-R2 GGTCAGCATGGGTACCTTTCTCCTCTTTAATTACTTGTCGTCGTCGTCCTTGTAGTCTGA in
aphB-Flag2-F CCATACCCGTTTTTTTGGGCTAGCGAATTCACAGGAGGAATTAACCCTGAGTTGTTGAAGCGCTT pBAD33-
mob
pBAD33mob-C’Flag-R CTTGCATGCCTGCAGGTCGATTACTTGTCGTCGTCGTCCTTGTAGTCTGA
aphBpET28a-F ACTTTAAGAAGGAGATATACATGAAATTAGATGACTTAAACCTGTTTCG AphB
aphBpET28a-R GGTGCTCGAGTGCGGCCGCGTGTATGTTATAAGCGATCACAAAGTCAA expression
P..xARBSII-F AGTCGCACGCAAACGATCACCTAAT
P, ARBSII
P..xARBSII-R GCAGTGATGAGTGTAATGGTGCATA
P..xARBSI-F ACATCTGTAGAACAATTTGAACTTTATAAAACTAAGACCTTCT
P ARBSI
P..xARBSI-R AGTTTTATAAAGTTCAAATTGTTCTACAGATGTTGACCTT
P..xAABS-1 AGTCGCACGCAAACGATCACCTAATCTTTTGAAAGTCGCATCCTGTTGCC
P..rAABS
P..xAABS-2 GATCACCTAATCTTTTGAAAGTCGCATCCTGTTGCC
P..xABBS-1 ATTTATATACAGTAAATTTAGCTATGAACTTTATAAAACT
P..xABBS
P..xABBS-2 AGTTCATAGCTAAATTTACTGTATATAAATTGTTCTACAG
PopisABBS-F CTGGAAATATGAAATTAGTTACGGTTAATTTATAATTAAC
P.,isABBS
Po,isABBS-R CCAGTCGAAACAGGTTTAAGTCATCTGGAAATATGAAATTAG
P.;,BBSI-1 AATCCATTCAGCATAGCAATCGATTAAATGGGTGATATTTAGAATAATTA
P.,BBSI
P.,,BBSI-2 AAATGGGTGATATTTAGAATAATTATAATTGCTTTATAAGGTTTTGTAGA
P, BBSII-1 AGAGCAAAAATGCCATTTGTACAAAAGATCATTCAATAAACAC
P.,,BBSII
P.;,BBSII-2 GATCTTTTGTACAAATGGCATTTTTGCTCTGTAAACTATA
P.;,; MBBSI-P1 ACCCCCTGTCCGTGGCCCGGCCGTGGCTGTATTAATTATTCTAAATATCA
P.,,MBBSI
P.,,; MBBSI-P2 CCGGGCCACGGACAGGGGGTGGCCGGCCTCCGGGCCACGGACAGGGGGTGGCCGGCCT
P.,, MBBSII-P3 TGGCATTTTTGCTCTGTACCACCGGGTGGGACGTCCGCGCACCCTTTGTACAAAAGATCATTC
P.;; MBBSII
P.,,MBBSII-P4 TGGCATTTTTGCTCTGTAAACTATAGCT
P,.xMBBS-P1 GTGACGGCGGCGGTCGCCATTTAGCTATGAACTTTAT
Pu.xMBBS
P,.xMBBS-P2 GGCGACCGCCGCCGTCACTTACTGTATATAAATTGTTCTA
P,.xMRBSI-P1 CCGTGACGGCGGCGGTCGCCCGGGCTAGCGGTCTTAGTTTTATAAAGTTC
P..xMRBSI
P,.xMRBSI-P2 ACCGCCGCCGTCACGGCAGTGCGCGAAATTGTTCTACAGATGTTG
P,.xMRBSPI-P1 CCTGTCATTATTATTGATAACGGGCTAGCGGAACTTTATAAAACTAAGAC
P..xMRBSPI
P..xMRBSPI-P2 TTATCAATAATAATGACAGGCAGTGCGCGAAATTGTTCTACAGATGTTG
metHRT-F ACTCAAGTGCAGAGGCATCC
metHRT-R CGTGAGGCTGTGGAAGATGT
cadBRT-F CAGCACACGCATCAGACCTA gRT-PCR
cadBRT-R CCGTTGCGTGTTGTCATACC
cyaART-F TGTCATCCGTGAACGCCTAC



cyaART-R

ACCAGAAAACTGGGTGCCAA

murBRT-F TGGCCGGAATCTTGGTTGAA

murBRT-R TGGTCCATGGCTGGTCAATC

01530RT-F TTCCTTCATCACGTCGCTGT

01530RT-R TACGTGAGCGTGCAGTCATT

01529RT-F GCGCGATGAAAGATCAAGCC

01529RT-R GAAGGCACAGCCTATGCTCA

gyrB RNA-F AAAGCACTTTCAGTCGTGAGGAA

gyrB RNA-R TGCGCTTTACGCCCAGTAAT

Puur-F AGTCGCACGCAAACGATCACC

P.r-R ATCCATTTTCCTTGCCATTTG

Popis-F CGCCTTGTTATAAAACTTAGCTCGG

Pais-R TGTAGCTCCCATTTTCGACAACCAG

P-F TGCCTGCAGGTCGACGATAATCCATTCAGCATAGCAATCG

P.p-R TTGCCCTATTCCTTATTTGAGC

Pe-F TTCTCGGCTGATGCTGCTTAAATAG

P,en-R CATGGTTCCCATACCACCATCAATC

Powas-F CAGTTTTGGTACAGCTGCATTGGTT

P..z-R CCAGTACCCAACATAGTTGCTAGAG EMSA
or DNase [

Peyaa-F ATAGGTAATAAGAGCGACACTACCG footprinting

Peyan-R GCTGCTGATTCAAATTATCTAGTCG

Pous-F TGGCTTGCTGTAATGATCAATTCATCC

PR CTCGCATTTGTTTTAATTTGCATAGTAGG

Pyis20-F TCAAGACAGTTGCAGAAGGCGTTGC

Pyis20-R TATGCTTTGGGGTCGAAGTCATCAC

Poy;isz0-F AAGTACTGCCTCTATTTGCGTCGAT

Pyisz0-R ATTGTAATAGTTATTGCCGTC

PgyrB-F GACACAGTGCTGGCGATATAGCA

PgyrB-R TAAGTGATTTTGTGCGCATTGGT

pDMS-P,,5-luxAB-P1 ATTGCTGCAGGTCGACGGATCCGGGGAATTTCACATAAGATAAGATCGGGTTGGC

pDMS-P,,5-luxAB-P2 ACATTTCCTTATTTGATTTCCAGACACATTAAATTACCGA

pDMS-P,,5-luxAB-P3 AATGTGTCTGGAAATCAAATAAGGAAATGTTATG

pDM8-Pr-luxAB-P1 ATTGCTGCAGGTCGACGGATCCGGGGAATTAGTCAGTTCGATAGCACGTGCCAAG

pDM8-Pz-luxAB-P2 ACATTTCCTTATTTGATCCATTTTCCTTGCCATTTGAGTT Fluorescence

pDM8-P.r-luxAB-P3 CAAATGGCAAGGAAAATGGATCAAATAAGGAAATGTTATG assay

pDMS-P,,- luxAB-P1 ATTGCTGCAGGTCGACGGATCCGGGGAATTATCGATAGTGAAGTCACTACCATCT

pDMS8-P,,- luxAB-P2 ACATTTCCTTATTTGTTGCCCTATTCCTTATTTGAGC

pDMS8-P,,- luxAB-P3 TAAGGAATAGGGCAACAAATAAGGAAATGTTATG

luxAB-pDM8-P4 GTCGACCTGCAGCCCAAGCTTATCGATTCGTTACGAGTGGTATTTGACGATGTTG

MP,,-up-1 AGTACGCGTCACTAGTGGGGCCCTTCTAGAATCGATAGTGAAGTCACTACCATCT

MP,,-up-2 CATTTAATCGATTGCTATGCTGAATGGATTTTTTGACCGTGGTGCCAAAACTGAA
HPA assay

MP,,-dn-1 TTAGCTCAAATAAGGAATAGGGCAAATGCACTACACAACAAGTAAAAAAC

MP,,-dn-2 TAACAATTTGTGGAATTCCCGGGAGAGCTCCGCGATTGCCCAGTTTTTCCACCTT




