Parental migR1 migR1-ICN1 migR1-ICN3

AD1 P-CUTLLA1 B04 2-C-migR1 B05 2-C-ICN1 BOB 2-C-ICN3
o Gate: P1 o _Gate: P1 = Gate:P1 o Gate: P1

Count

CUTLL1
Count

o wl W Wt WS B W2

Wl w? w3 Wt WS W W72 wl W w3 wt WS WP W72
FL1-A

FL1-A FL1-A
Mean FL1: 2,025.52 Mean FL1: 222,460.89 Mean FL1: 34,599.32 Mean FL1: 30,085.92
BO7 P-TALL1 B10 2-T-migR1 B08 1-T-ICN1 B09 1-T-ICN3
o Gate: P1 o _Gate: P1 o Gate: P1 o Gate: P1

=1
a+
b=

Count
400
I

TALL1
Count

Count

IR R S S 5 W w2 W wt W P W2 K e i B e £ SR R S e B X
FL1-A FL1-A FL1-A FL1-A
Mean FL1:1,876.78 Mean FL1: 127,935.41 Mean FL1: 12,637.71 Mean FL1: 14,746.23

Supplemental Figure 4. Flow cytometric analysis of GFP expression in CUTLL1
and TALL1 cells transduced with the indicated retroviruses.





