Figure S1

Identification of non-histone target proteins of HDAC11 during myoblast
differentiation. C2C12 cells stably expressing CV, wild-type HDAC11 or catalytically
inactive HDAC11 were differentiated, and the samples were collected at day 0, 1, 3
and 5. Protein samples from cells expressing CV, HDAC11 or HDAC11 mutant at
each day were separated by 2-dimensional gel electrophoresis and western blot
analysis was performed using an anti-acetyl-lysine antibody. (A) Table showing
results of identification of four candidate proteins. (B) Western blot analysis
reconfirming protein identification by measurement of the lysine acetylation level of
annexin Al. (Changes in the lysine acetylation level of annexin Al are represented

by an asterisk (*)).
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C: control vector
H: HDAC11
M: HDAC11 (H142/143A)
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