
S1 Fig. Conserved MYC boxes in MYC family proteins

MYC  MPL--NVS------------ FTN---RNYDLDYDSVQPYF Y-CDEEENFYQQQQQSELQP PAPSEDIWKKFELLPTPPLS PSRRSG
MYCN  MPSCSTST------------ MPGMICKNPDLEFDSLQPCF Y-PDEDDFYFGGPD-----S TPPGEDIWKKFELLPTPPLS PSR--G

MYCL-i3  MCVCAGCRAAPSRRGAGPLQ VAGGWSEGADMDYDSYQHYF YDYDCGEDFYR--------S TAPSEDIWKKFELVPSPPTS PPW--G
MYCL-i1                                 MDYDSYQHYF YDYDCGEDFYR--------S TAPSEDIWKKFELVPSPPTS PPW--G

MYC  LCSPSYVAVTPFSLRGDNDG GGGSFSTADQLEMVTELLGG DMVNQSFICDPDDETFIKNI IIQDCMWSGFSAAAKL---V SEKL--
MYCN  -----------FA---EHSS EPPSWVTEMLLE--NELWGS PAEEDAFGLGGLGGLTPNPV ILQDCMWSGFSAREKLERAV SEKLQH

MYCL-i3  -----------LG--PGAGD PAPGIGPPEPWP--GGCTGD EAESRGHS-KGWGRNYA-SI IRRDCMWSGFSARERLERAV SDRL--
MYCL-i1  -----------LG--PGAGD PAPGIGPPEPWP--GGCTGD EAESRGHS-KGWGRNYA-SI IRRDCMWSGFSARERLERAV SDRL--
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MYC  ------ASYQAARKDSGSPN PA-RGHSVCS----TSSLYL QDLSAAASECIDPSVVFPYP LNDSSS---PKSCASQDSSA FSPSSD
MYCN  GRGPPTAGSTAQSPGAGAAS PAGRGHGGAAGAGRAGAALP AELAHPAAECVDPAVVFPFP VNKREPAPVPAAPASAPAAG PAVASG

MYCL-i3 -------------------- -------------------- -------------------- --------APGAPRGNPPKA -SAAPD
MYCL-i1 -------------------- -------------------- -------------------- --------APGAPRGNPPKA -SAAPD

MYC  --------------SLLSST ESSPQGSPEPLVLHEETPPT TSSDSEEEQEDEEEIDVVSV EKRQAPGKRSESGSPS---- ----AG
MYCN  AGIAAPAGAPGVAPPRPGGR QTSGGDHKALSTSGEDTLSD SDDEDDEEEDEEEEIDVVTV EKRRSSSNTKAVTTFTITVR PKNAAL

MYCL-i3  ---------------CTPSL EAGNPAPAAPCPLGEPKTQA CSGSESPSDSENEEIDVVTV EKRQSLGIRKPVTITVRADP LDPCMK
MYCL-i1 ---------------CTPSL EAGNPAPAAPCPLGEPKTQA CSGSESPSDSENEEIDVVTV EKRQSLGIRKPVTITVRADP LDPCMK

MYC  GHSKPPHSPLVLKRCHVSTH QHNYAAPPSTRK-------- ----------DYPAAKRVKL DSVRVLRQ----ISNNRKCT SPRSSD
MYCN  GPGRAQSSELILKRCLPIHQ QHNYAAPSPYVE-------- ----------SEDAPPQKKI KSEASPRPLKSVIPPKAKSL SPRNSD

MYCL-i3  HFHISIHQ-----------Q QHNYAARFPPESCSQEEASE RGPQEEVLERDAAGEKEDEE DEEIVSPPPVESEAAQSCHP KPVSSD
MYCL-i1  HFHISIHQ-----------Q QHNYAARFPPESCSQEEASE RGPQEEVLERDAAGEKEDEE DEEIVSPPPVESEAAQSCHP KPVSSD

MYC  TEENVKRRTHNVLERQRRNE LKRSFFALRDQIPELENNEK APKVVILKKATAYILSVQAE EQKLISEEDLLRKRREQLKH KLEQLR NSCA
MYCN  SEDSERRRNHNILERQRRND LRSSFLTLRDHVPELVKNEK AAKVVILKKATEYVHSLQAE EHQLLLEKEKLQARQQQLLK KIEHAR TC

MYCL-i3  TEDVTKRKNHNFLERKRRND LRSRFLALRDQVPTLASCSK APKVVILSKALEYLQALVGA EKRMATEKRQLRCRQQQLQK RIAYLT GY
MYCL-i1  TEDVTKRKNHNFLERKRRND LRSRFLALRDQVPTLASCSK APKVVILSKALEYLQALVGA EKRMATEKRQLRCRQQQLQK RIAYLT GY
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