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mucin TcMUCII, putative

p6
TTNAPSRLREIDGSL



0 50 100 150

0
5

10
15

20

AA position

va
lu

e

Tc00.1047053509793.50
hypothetical protein, conserved

Sample A
Sample B
Sample C
Sample D
Negative Signal (Sample specifc colors)
Positive Signal Range

p7
KLGKSVGLTAALSPR



0 50 100 150 200

0
5

10
15

AANposition

va
lu

e

Tc00h1047053510101h430

40SNribosomalNproteinNS21ENputative

SampleNA
SampleNB
SampleNC
SampleND
NegativeNSignalN-SampleNspecifcNcolorsG
PositiveNSignalNRange

p8NdNGRDAPQARKQQGRNE GRDAPQARKQQ
SmallerNp8NcoreNrepeatedNhere



V 2V 4V 6V 8V 1VV

V
5

1V
15

AA,position

va
lu

e

TcVVQ1V47V53511679Q1V
mucin,TcSMUGS-,putative

Sample,A
Sample,B
Sample,C
Sample,D
Negative,Signal,rSample,specifc,colors)
Positive,Signal,Range

p9,E,EGQYDAADVEAGDGP



0 50 100 150 200

0
2

4
6

8
10

AA,position

va
lu

e

Tc00M1047053506391M30
EF−hand,protein,5R,putative

Sample,A
Sample,B
Sample,C
Sample,D
Negative,Signal,(Sample,specifc,colorsf
Positive,Signal,Range

p10
LMTREVDDTMADELR



AASposition

va
lu

e

TcEEF6E47E53566529F8E
kinetoplastSDNA−associatedSproteinYSputative

SampleSA
SampleSB
SampleSC
SampleSD
NegativeSSignalSPSampleSspecifcScolorsR
PositiveSSignalSRange

p66
ALRVSPYSIFLQELA

E 5E 6EE 65E

E
2

4
6

8
6E

62
64



V HVV KVV QVV 8VV GVVV

V
H

K
Q

8
GV

AAqposition

va
lu

e

TcVV-GVK7VLYLGGQYY-79
microtubule−associatedqproteinPqputative

qqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqq qqqqqqqqqqqqknownqepitopes

SampleqA
SampleqB
SampleqC
SampleqD
NegativeqSignalqgSampleqspecifcqcolors(
PositiveqSignalqRange

pGHqRqEEEEDVGPRHVDPDH

pHVqRqVDPSAYKRALPLEEQ

pG7
PTTSARRLRTRTGPL



0 200 400 600 800 1000

0
2

4
6

8

AABposition

va
lu

e

Tc00.1047053506961.25
trans−sialidaseEBputative

SampleBA
SampleBB
SampleBC
SampleBD
NegativeBSignalBPSampleBspecifcBcolorsR
PositiveBSignalBRange

p13
DSAKGKATGSSAGED

Imperfect
repeats



0 50 100 150 200 250

0
2

4
6

8
10

12

AACposition

va
lu

e

Tc00G1047053511287G120
40SCribosomalCproteinCS2LCputative

SampleCA
SampleCB
SampleCC
SampleCD
NegativeCSignalCRSampleCspecifcCcolorsE
PositiveCSignalCRange

p14
RDPTDEHSDFLTMGS



0 100 200 300 400

0
2

4
6

8
10

AADposition

va
lu

e

Tc00.1047053506563.40
betaDtubulinLDputative

SampleDA
SampleDB
SampleDC
SampleDD
NegativeDSignalDRSampleDspecifcDcolorsG
PositiveDSignalDRange

p15
PTGTYQGDSDLQLER



V 2VV 4VV 6VV 8VV 1VVV 12VV

V
2

4
6

8

AAmposition

va
lu

e

TcVVM1V47V5351V421M33V
hypotheticalmproteinLmconserved

SamplemA
SamplemB
SamplemC
SamplemD
NegativemSignalm)SamplemspecifcmcolorsP
PositivemSignalmRange

p18
ILDRFLAAAMDKVFT



k dkk 4kk 6kk

k
5

;k
;5

AANposition

va
lu

e

Tckkb;k47k535k6989b;9k SampleNA
SampleNB
SampleNC
SampleND
NegativeNSignalNVSampleNspecifcNcolorsG
PositiveNSignalNRange

p;9
PVDNDGDESSDKEDA

lipophosphoglycanNbiosyntheticNproteinhNputativeh
heatNshockNproteinN9khNputative;
glucoseNregulatedNproteinN94hNputative



I 2II 4II 6II 8II 1III

I
1

2
3

4

AANposition

va
lu

e

hypotheticalNproteinGNconserved

SampleNA
SampleNB
SampleNC
SampleND
NegativeNSignalN.SampleNspecifcNcolors7
PositiveNSignalNRange

TcIIE1I47I535I9157E12I

p21
SGAVPEGEEYPTEAE

ImperfectNrepeats

Best 15mer



0 50 100 150 200 250 300 350

0
5

10
15

20
25

AA position

va
lu

e

Tc00.1047053507071.100 Sample A
Sample B
Sample C
Sample D
Negative Signal (Sample specifc colors)
Positive Signal Range p22 (selected)

SEREDDEENDEEEDG
ADGVGGGDGSAGEDL

TGDDDPAADGAGTAE

TATKNTTATTGDSDG

Best 15mer (not selected)
see main text for reasons why

mucin-associated surface protein (MASP)
2nd best 15mer (not selected)
see main text for reasons why
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Tc00.1047053511671.50
hypothetical protein, antigenic protein n96 (Carmona SJ et al 2012)
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Ribosomal L19 / TcE



0 200 400 600 800 1000 1200 1400

0
5

10
15

AA position

va
lu

e

Sample A
Sample B
Sample C
Sample D
Negative Signal (Sample specifc colors)
Positive Signal Range

●●●●●●●●●● ●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●● ●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●● ●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●● ●●●●●●●●●●●● ●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●● ●●●●●●●●●●●●●● ●●●●●●●●●●●●●known epitopes

Sample A
Sample B
Sample C
Sample D
Negative Signal (Sample specifc colors)
Positive Signal Range

Tc00.1047053505975.20
TcD / Ag13

pc3
EPKSAEPKPAEPKSA Perfect and imperfect repeats


